NCBI Sequence Viewer 



http://www.ncbi .nlranih. gov/entrez/viewer.fcgi?val=AAC62840. 



m 


tml o^>€ ee 






PubMed 


Nucleotide Protein 


Genome Structure 


PMC Taxonomy OMIM Books 


i Search 


Nucleotide F] for / 




'* | Go 1 Clear ; / -> 




- ' . .Limits ; 


"* Preview/Index , ' . History V ; Clipboard ' ■ " Details " f 


| Display 


default rr p| Show; . 1 ^ 


J> Send to File * ' : ▼ 


- ; "Get Subsequence V ? 3?* * ' v : 



□ l: AAC62840. R33083J [Homo sa...[gi:3702295] 



BLink, Links 



LOCUS 

DEFINITION 
ACCESSION 
VERSION 
DBSOURCE 
KEYWORDS 
SOURCE 

ORGANISM 



AAC62840 f432 aa 7 

R3 3 0 83_l [Homo sapiens] . ^ 
AAC62 84 0 _ 
g^^^t^^^fe 1 : 3 7 0 2 2 9 5 
aocus AC005783 accession AC005783.1 



linear PRI 05-OCT-1998 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 
FEATURES 

source 



Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominiclae; Homo. 

1 (residues 1 to 432) 

Lamerdin, J.E. , McCready , P . M . , Skowronski , E . , Viswanathan, V. , 
Burkhart -Schult z , K. , Gordon, L., Dias,J., Ramirez, M., Stilwagen, S . , 
Phan,H., Velasco,N., Do,L., Regala,W., Terry , A. , Games, J., 
Danganan,L., Erler,A., Christensen, M . , Georgescu,A. , Avila,J., 
Liu,S., Attix,C, Andreise,T., Trankheim, M . , Amico-Keller, G . , 
Coefield,J., Duarte,S., Lucas, S., Bruce, R. , Thomas,?., Quan,G., 
Kronmiller,B. , Arellano, A., Saunders, C, Ow,D., Nolan, M., Trong,S., 
Kobayashi, A. , 01sen,A.S. and Carrano,A.V. 
Sequence analysis of a 2.5 Mb region in 19pl3.3 
Unpublished 

2 (residues 1 to 432) 
Lamerdin, J.E. 
Direct Submission 

Submitted (05-OCT- 1998 ) Joint Genome Institute, Lawrence Livermore 
National Laboratory, 7000 East Ave., Livermore, CA 94551, USA 
Method: conceptual translation supplied by author. 
^oc^k )n / Qualifiers 

/ organ! sm= "Homo sapiens" 
/db_xref ="taxon: 9606" 
/ chromosome= " 19 " 

/map="19pl3 . 3 between D19S883 and D19S325" 

/clone="R33083" 

/cell__line= " 5HL2 -B " 

/clone_lib="LL19NC03 R chromosome 19-specific cosmid 
library" 

/note="Cosmid library constructed at LLNL from flow-sorted 
chromosomes from human-hamster hybrid 5HL2-B, which 
carries chromosome 19 as its only human chromosome." 
Protein l . . >432 

/product = " R3 3 0 8 3_1 " 

/name= "Hypothetical partial human protein most similar to 
Caenorhabditis elegans ORF encoded by (AF043699) contains 
similarity to the" 
CDS l. .432 

/coded_by= "complement (join ®6i^^8-|lll: <263 . . 342 , 

AC005783. 1:2907. . 2 968 , AC00 5^3^4718 . .4840, 

AC0 057 83 .1:52 94 . . 54 07 , AC005783 . 1 : 6577 . .6745, 

AC005783. 1:6801. . 6995 , AC0 05783 . 1 : 854 9 . .8661, 

AC005 783 . 1 : 167 72 . . 1704 8 , AC005783 . 1 : 175 00 . .17661) ) " 

/note="Should represent 5 ■ -end of hypothetical protein 
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REFERENCE 
AUTHORS 



A C005783 ____ bp 

GI: 3702294 



;jAC0gi5a^ 

"httg. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 43501) 
Lamerdin , J . E . , McCready , P . M . , 
Burkhart-Schultz , K. , Gordon, L 



DNA linear 
Ufaosmid R33083, complete 



PRI 05-OCT-1998 
sequence . 



TITLE 
JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



FEATURES 

source 



Craniata ; Vertebrata ; Eut eleos tomi ; 
Catarrhini; Hominidae; Homo. 



Lawrence Livermore 
CA 94551, USA 



misc feature 



CDS 



Skowronski , E . , Viswanathan, V. , 
, Dias,J., Ramirez, M., Stilwagen, S . , 
Phan,H., Velasco,N., Do,L., Regala,W., Terry, A., Games, J., 
Danganan,L., Erler,A., Christensen, M . , Georgescu, A. , Avila,J., 
Liu,S., Attix,C, Andreise,T., Trankheim, M . , Amico-Keller , G . , 
Coefield,J., Duarte,S., Lucas ,S., Bruce, R., Thomas, P., Quan,G., 
Kronmiller, B. , Arellano, A., Saunders, C, Ow,D., Nolan, M., Trong,S, 
Kobayashi, A. , Olsen,A.S. and Carrano,A.V. 
Sequence analysis of a 2.5 Mb region in 19pl3.3 
Unpublished 
2 (bases 1 to 43501) 
Lamerdin, J . E . 
Direct Submission 

Submitted (05-OCT-1998) Joint Genome Institute, 
National Laboratory, 7000 East Ave., Livermore, 

Map and sequence oriented from p telomere to centromere. Cosmid 
R33083 overlaps R26894 (AC005594) to the left from bases 1 to 1,804 
of this accession, and overlaps cosmid R3 014 0 to the right from 
bases 37,702 to 43,501. Additional chromosome 19 map and sequence 
information may be obtained at : 

http : //www-bio. llnl . gov/bbrp/ genome /genome . html . 
Location/Qualif iers 
1. .43501 

/organism="Homo sapiens" 
/db_xref = " taxon : 960 6 " 
/ chromosome= " 1 9 11 

/map="19pl3 .3 between D19S883 and D19S325" 

/clone="R33083" 

/cell_line="5HL2-B" 

/clone_lib="LL19NC03 R chromosome 19-specific cosmid 
library" 

/note= "Cosmid library constructed at LLNL from flow-sorted 
chromosomes from human-hamster hybrid 5HL2-B, which 
carries chromosome 19 as its only human chromosome." 
complement (241 . . 342) 

/note= "predicted exon, program: grail2exons_human_l . 3 , 
frame: 1, quality: excellent, score: 87.000" 
complement (join (<2 63 . . 342 , 2 907 .. 2968 , 4 718 .. 484 0 , 
5294. .54 07,6577. .6745,6801. .6995,854 9. .8661,16772. .17048, 
17500. .17661) ) 

/note= "Hypothetical partial human protein most similar to 
Caenorhabditis elegans ORF encoded by (AF043699) contains 
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repeat region 
repeat region 
repeat region 
misc feature 

repeat region 
repeat region 
repeat region 
misc feature 

repeat region 
misc feature 

repeat region 
repeat region 
repeat region 
misc feature 

misc feature 

misc feature 

repeat region 
repeat region 
misc feature 

repeat region 
repeat region 



similarity to the; Should represent 5 ' -end of hypothetical 
protein R26894_l encoded by AC005594 . Predicted primarily 
o n basis of Xgra il and BLAST similarities" 



7eviaerrce=not_experimental 
/product = » R3 3 0 8 3_1 " 
/protein_id= " AAC62840 . 1 " 
/db_xref = "GI : 3702295" 

/ trans lation= "MHSEQEGQHVQRPCGGKEFGLFEELSEGSFGWVTGIRRMRFKGL 

AGVDSSLEWSLLPPRSFSLNSEGAERMATTGTPTADRGDAAATDDPAARFQVQKHSW 

DGLRSIIHGSRKYSGLIVNKAPHDFQFVQKTDESGPHSHRLYYLGMPYGSRENSLLYS 

EIPKKVRKEALLLLSWKQMLDHFQATPHHGVYSREEELLRERKRLGVFGITSYDFHSE 

SGLFLFQASNSLFHCRDGGKNGFMVSPGPGCVSPMKPLEIKTQCSGPRMDPKICPADP 

AFFSFINNSDLWVANIETGEERRliTFCHQGLSNVLDDPKSAGVATFVIQEEFDRFTGY 

WWCPTASWEEGLKTLRILYEEVDESEVEVIHVPSPALEERKTDSYRYPRTGSKNPKIA 

LKLAEFQTDSQGKIVSTQEKELVQPFSSLFPKVEYIARAG" 

424 . .765 

/ rp t_f ami ly= " MLT1B " 

1161. .1457 

/rpt_f ami ly= " AluJb " 

1568 . . 1869 

/rpt_family="AluY" 

complement (2907 . . 2968) 

/note= "predicted exon, program: grail2exons_human_l . 3 , 

frame: 2, quality: excellent, score: 100.000" 

3603 . .3664 

/ rp t_f ami ly= " MIR " 

3878 . .4178 

/ rp t_f ami ly= " Alu Jo " 

complement (4200 . .4518) 

/rpt_f amily= "MER5 8B" 

complement (4718. .4871) 

/note= "predicted exon, program: grail2exons_human_l . 3 , 
frame: 2, quality: excellent, score: 98.000" 
4965. .5045 
/rpt_f amily= "MIR" 
complement (5294 . . 5407) 

/note= "predicted exon, program: grail2exons_human_l . 3 , 

frame: 2, quality: excellent, score: 100.000" 

5481. .5563 

/rpt_family=" (GA) n" 

complement (5586 . . 5765) 

/ rp t_f ami ly = " MER2 0 " 

6034 . .6305 

/rpt_family= "AluSq" 

complement (6577 . . 6745) 

/note="predicted exon, program: grail2exons_human_l . 3 , 
frame: 0, quality: excellent, score: 100.000" 
complement (6801 . . 6995) 

/note="predicted exon, program: grail2exons_human_l . 3 , 
frame: 2, quality: excellent, score: 100.000" 
complement (7099 . . 7216) 

/note="predicted exon, program: grail2exons_human_l . 3 , 

frame: 0, quality: good, score: 53.000" 

7434 . . 7704 

/ rp t_f ami ly= " AluSg " 

complement (7921 . .8174) 

/ rp t_f ami ly = " Alu Jo " 

complement (8549 . . 8661) 

/note="predicted exon, program: grail2exons_human_l . 3 , 
frame: 0, quality: excellent, score: 100.000" 
8906 . . 9038 

/ rp t_f ami ly= " FLAM_C " 
9041 . . 9107 

/rpt_family=" (GAAA)n" 
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9225 . . 9517 

/rpt_family= "AluSx" 

complement (9539 . . 9749) 

/rpt_f amily= "MER2 0 » 

9764. .9852 

/rpt_family="MIR" 

complement (10315 . .10616) 

/rpt_f amily= "AluSx" 

11194 . .11614 

/ rp t_f ami ly= "LI PA1 2 " 

complement (11616 . . 11908) 

/ rp t__f ami ly = " AluSg " 

12237 . . 12484 

/rpt_f amily= "LIMB 7 " 

14005 . . 14181 

/ rp t_f ami ly= "MLT1C » 

14182 . .14483 

/ rp t_f ami ly= " AluSx » 

14499. .14718 

/rpt_family= "MLT1C" 

14960 . . 15260 

/ rp t_f ami 1 y = " Alu Jo " 

15717 . . 15900 

/ rp t_f ami ly = " MER2 0 " 

complement (16772 . . 17028) 

/note= "predicted exon, program: grail2exons_human_l . 3 , 

frame: 2, quality: excellent, score: 100.000" 

complement (17253 . .17381) 

/ rp t_f ami ly= " FLAM_C " 

17447.. 17670 

/rpt_family= "LINE 2 " 

complement (17718 . .18013) 

/rpt_family= n AluSq" 

18187.. 18271 

/rpt_family= "LINE2" 

19047 . . 19347 

/rpt_family="AluY" 

complement (19410 . . 19515) 

/rpt_family="MIR" 

complement (20778 . .20911) 

/ rp t_f ami ly= " FLAM_C » 

21752 . .22037 

/rpt_f amily= " AluSg" 

22038 . .22061 

/rpt_family=" (TAAA)n" 

22167. .22373 

/ rp t_f ami ly = " MER2 0 " 

22574 . .22678 

/note= "predicted exon, program: grail2exons_human_l . 3 , 

frame: 2, quality: excellent, score: 82.000" 

23016. .23199 

/rpt_family="LINE2" 

23287. .23494 

/rpt_f amily= "MER2 0 " 

23740. .23928 

/rpt_f amily= "MER2 0 " 

23946. .24060 

/ rp t_f ami ly= " LINE2 " 

24191 . . 24485 

/ rp t_f ami ly= "AluSx " 

24575 . .24797 

/rpt_family= "MIR" 

complement (25744 . .25782) 

/rpt_family= » tRNA-Gly-GGA" 

complement (26326. .26386) 
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misc feature 



repeat region 
repeat region 
repeat region 
repeat region 
repeat region 
misc feature 



misc feature 

misc feature 

repeat region 
misc feature 



repeat region 
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repeat 
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repeat 


region 


repeat 


region 
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repeat 
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(1. .214) ; match: 0 . 98, 
nt; H. sapiens CpG DNA, 
, ftla. " 

(1. .214) ; match: 0.99, 
nt; H. sapiens CpG DNA, 
.rtla. " 



/rpt_family="GC_rich" 
complement (26579 . .26852) 

/ note = "BLASTN similarity to X64281 (1005 .. 1279) ; match: 
0.99, score: 2.6e-95; database searched: nt; H. sapiens 
variant gene for tRNA-Val (anticodon : CAC) and tRNA-Gly 
(anticodon:UCC) " 
complement (26589 . .26625) 
/rpt_family="GC_rich" 
26761. .26832 

/rpt_family="tRNA-Gly-GGA" 
complement (26860 . .27051) 
/ rp t_f ami ly = » AluSx " 
27052 . .27087 
/ rp t_f ami ly = " POLYJ3 " 
complement (27088 . .27187) 
/rpt_family= "AluSx" 
complement (2 72 06 . .27774) 

/not e= "BLASTN similarity to X17515 (82.. 650); match: 0.99, 
score: 2.4e-234; database searched: nt; Human gene for 
variant cytoplasmic tRNA-Val (CAC) -BLASTN similarity to 
X64281 (82.. 650); match: 1, score: 1.9e-234; database 
searched: nt; H. sapiens variant gene for tRNA-Val 
(anticodon: CAC) and tRNA-Gly (anticodon :UCC) " 
27206.. 27418 

/ not e= "BLASTN similarity to Z59776 
score: 1.9e-78; database searched: 
clone 172e6, forward read cpgl72e6. 
complement (27206 . .27418) 
/note= "BLASTN similarity to Z59777 
score: 1.0e-73; database searched: 
clone 172e6, reverse read cpgl72e6. 
complement (27326 . .27398) 
/rpt_f ami ly= " tRNA-Val -GTG " 
complement (27773 . .27788) 

/ note= "BLASTN similarity to X64281 (69.. 84); match: 1, 
score: 1.9e-234; database searched: nt; H. sapiens variant 
gene for tRNA-Val (anticodon : CAC) and tRNA-Gly 
(anticodon :UCC) -BLASTN similarity to X17515 (69.. 84); 
match: 1, score: 2.4e-2 34; database searched: nt; Human 
gene for variant cytoplasmic tRNA-Val (CAC) " 
complement (27804 . .28004) 
/rpt_f amily="AluJo" 
complement (2 8007 . .28184) 
/ rp t_f ami ly = " Al u Jb " 
complement (28247. .28528) 
/rpt_f amily="AluSq" 
complement (28747 . .29012) 
/rpt_family= "AluSx" 
29038 . .29312 
/ rp t_f ami ly = " Al u Y " 
29332 . .29630 
/rpt_f amily="AluY" 
29631. .29705 
/rpt_f amily=" (TAAA)n" 
complement (29810. .30098) 
/rpt_family="AluJo " 
30216 . .30515 
/ rp t_f ami ly = " AluSx " 
30528.. 30722 
/rpt_f amily="AluJo " 
30727. .30758 
/rpt__family=" (CA)n" 
complement (30796 . .31102) 
/rpt_family="AluY" 
complement (3 112 6 .. 3 14 16) 
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/rpt_family="AluSq" 
repeat region complement (31418 . .31583) 

/rpt_family= n MLTlB" 
repeat region complement (31800 . .32097) 

/ rp t_f ami ly= " AluSx " 
repeat region 32210.. 32499 

/ rp t_f ami ly = " Al uSx " 
repeat region 32531.. 33133 

/rpt_family="LINE2" 
repeat region 33136.. 33426 

/ rp t_f ami ly= « AluSp » 
repeat region 33430.. 33932 

/rpt_f amily= "LINE2 « 
repeat region 34006.. 34310 

/rpt_family= "AluSx" 
repeat region 34704.. 34999 

/rpt_f amily= "AluSx" 
repeat region 35003.. 35301 

/ rp t_f ami ly = '■ Alu Y " 
misc feature 35664.. 35775 

/note="predicted exon, program: grail2exons_human_l . 3 , 

frame: 0, quality: good, score: 64.000" 
repeat region complement (3 5704 . .35749) 

/ rp t_f ami ly= " MER6 5 C " 
repeat region 35784.. 36079 

/ rp t_f ami ly = "AluSx " 
repeat region 36209.. 36530 

/rpt_family= "AluJo " 
repeat region 36531.. 36588 

/rpt_family=" (GA) n" 
repeat region 36589.. 36783 

/rpt_family=" (GA) n " 
repeat region complement (36801. .3692 5) 

/ r p t_ f ami 1 y = " M I R " 
repeat region complement (36925 .. 3702 1) 

/ rp t_f ami ly = " M I R " 
repeat region 37064.. 37116 

/rpt_family=" (TAAAA) n" 
repeat region 37160.. 37455 

/rpt_family= "AluJo" 
repeat region 37470.. 37767 

/rpt_family= "AluSx" 
repeat region 37773.. 37852 

/rpt_family=" (GA) n" 
repeat region 37963. .38260 

/rpt_family= M AluSp" 
repeat region 38570. .38872 

/ rpt_f ami ly= " AluY » 
repeat region complement (38873 . .38919) 

/rpt_family= "MIR" 
repeat region complement (38939 . .39092) 

/rpt_family="AluJo/FRAM" 
repeat region 39199. .39400 

/rpt_f amily= "MER2 0 " 
repeat region 39596.. 39728 

/ rpt_f ami ly= " Alu Jo/ FRAM " 
repeat region 39736.. 40037 

/rpt_family= "AluSx" 
repeat region 40039.. 40214 

/rpt_family=" (CATA)n" 
repeat region 40220. .40345 

/ rp t_f ami ly = " Al u Jo/ FLAM " 
repeat region 40348.. 40644 

/rpt_f ami ly= "AluJo » 
misc feature complement (41008 .. 41050 ) 
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BASE COUNT 
ORIGIN 

1 gatcagcatg 
61 actggctgag 
121 ctgcgggaag 
181 ggctgcccag 
241 ctatttgcca 
3 01 gctgaagggc 
3 61 gtgtgggtca 
421 cccatcatgt 
481 aaccttcttt 
541 gagggtgggc 
601 acatagaggg 
661 gagaaggagc 
721 ctcccagtct 
781 tgggctgggc 
841 gggctgtccc 
901 ccatgcttaa 
961 cttcctcgtg 
1021 agcagggcct 
1081 tgtttgattg 
1141 ccactaaaac 
1201 gagaggctga 
1261 ggcaagaccc 
1321 tcccagctac 
1381 cagtgggtca 
1441 aaaacaagaa 
1501 ctggcaaagc 
1561 aaaagaaggc 
1621 gggcggatca 
1681 ctaataaaaa 
1741 tcgggaggct 
1801 gatcacgcca 
1861 aaaaaaaaaa 
1921 ttgcaagagc 
1981 ggaagggagg 
2041 agcctctttg 
2101 gacacccttc 
2161 attgggggtc 
2221 ggggtggcta 
2281 ccgccttgct 
2341 tcctttgaga 
2401 ggatggggat 
2461 gaggatctgc 
2521 ctgccccacg 
2581 tcacccactc 
2641 ccggtgcttg 
2701 ggaggccagc 
2761 gtggctaggc 
2821 agtgacctgc 
2881 atctggtatg 
2941 ttcaaggcaa 
3001 aggcatcacc 



/note="predicted exon, program: grail2exons_human_l . 3 , 
frame: 1, quality: good, score: 61.000" 
complement (41817. .42116) 
/rpt_family= "AluY" 
42152 . .42451 
/rpt_family="AluSx M 
42558 . .42852 
/ rp t_f ami ly = " AluSx » 
complement (42933 . .43237) 
/ rpt_f ami ly = " Alu Jo " 
complement (43260 . .43501) 
/rpt_family= "AluY" 
10740 a 11580 c 11888 g 9293 t 



tcctagtggc 
gtcaggaggg 
acgtgagcag 
ggcccagggc 
tcccgggtcc 
tgcaccagct 
tgccctggcc 
cccccccaaa 
ggaaatgggg 
cctgatccag 
aagccgtctt 
cacctgctag 
gtggtccttt 
aagccaacgg 
ttagagccag 
acagggctgg 
tctaaatggg 
ccagctctac 
gcatcacccc 
agcctggcgg 
ggcaggtgga 
catctctaca 
tcaagaggct 
tgattgcacc 
caaacaagca 
cactcagact 
cgggtgtggt 
cgaggtcagg 
atacaaaaaa 
gaggcaggag 
ctgcactcca 
aaaagaatgc 
acacaagggc 
gtttctctgg 
gcccagggct 
tgggtcttat 
ccctgggagg 
cggaggaggg 
gcggggtgat 
tgacccccag 
ccagaacact 
ctgaaacgct 
gagttctctg 
ccgaggtggc 
ttccttaccg 
tcgccacgcc 
ggaccgggcg 
ccatccaccc 
cagcaggccc 
tcttgggatt 
cgtgtgtgcc 



actaacactg 
ccctttggac 
atggaaggaa 
cctgcaggtg 
acccggccct 
ccttctcctg 
tgcccggcgc 
ttcatatgct 
ccactggaga 
catgactgct 
gagaagagat 
cagcttggtg 
gtcatggccc 
cggcacccca 
gtggctctgg 
cacggcgttt 
gctggcacag 
cacttgagtg 
agcccaccta 
ggccaggtgc 
tcacttgagg 
aaacccacaa 
gaggcaagag 
agtgtactcc 
aagcaaaacc 
gatcacctaa 
ggctcacacc 
agattgagac 
ttagccgggc 
aatggcatga 
gcctgggcga 
aaaagaggtc 
ctccttggtt 
acgcctggtg 
ctgtctgcga 
gggatttgca 
gcagggatgt 
ggccgaggga 
gatgcctttt 
gtgatgagga 
ctcctcccca 
ggaggaaaca 
ttctggaaac 
ctgggagcac 
cggcgtggcc 
gcattctagg 
gcagggctgg 
agctgcctac 
ccttaccttg 
cttgctgcct 
gagagccggc 



ggactcataa 
actggtctga 
tggcacggaa 
aattccttgg 
ggcgatgtac 
ggtcgagacg 
tgctcggagg 
ggagtctcag 
tgtactgagt 
gtccttacag 
acaggaagca 
ttggacatta 
aaacaaatga 
gcaggtgcct 
gcaagcacag 
ccagggtatt 
catctctgga 
ggtcaccagc 
aggactctgc 
ggtggctcac 
tcaggagttc 
ttagttaggt 
gattgccttg 
agcctagacg 
ccagcctgga 
aatctgccag 
tgtaatccca 
cgtcctggct 
atggtggtgg 
acccgggagg 
cagagcgaga 
tggagaggtc 
tgtcccagcc 
tccccatcat 
gttctccaac 
acttccgaga 
gagagaaggg 
gatgcggtca 
gctgcctgat 
ccctgtgtac 
cagtagctga 
gcccgtccga 
ttggagagag 
ctgccgcgcc 
tccagtctca 
cacaggtcca 
ggcctgggga 
ccggcccttc 
ccctggctgt 
gcaaaaaccg 
acggggggcc 



gtccagtgtt 
ggcctgtcct 
ggccaggagg 
gttccagcca 
tccaccttcg 
atctgaaggg 
agaaggccac 
cccccagaac 
taagacaagg 
ggggacacat 
acggccacca 
tcaatttcgg 
ctacacccaa 
ggacccaaag 
tccccggacc 
gagagatagg 
ggatcaaagg 
cccacatccc 
acgtctgaga 
acctgtaatc 
gagaccagcc 
gtggtggtgc 
agcctgggaa 
acagtgagac 
aggaggtttc 
aatgctactg 
acactttggg 
aacacggtga 
gtgcctgtag 
cggagcttgc 
ctccacctca 
ctaatcacat 
cttccatcct 
catctgctct 
atgatgttac 
gaactgatca 
agggatatgc 
caggtgtggt 
ggcgcctcca 
tagatctgag 
cgggtccggt 
agttggggtc 
ggcagctctg 
tgtcctcgca 
ggacccactc 
gagacacaca 
gtgcccccga 
cccgcatcat 
cagtctggaa 
aagtgaggtg 
tgggctgtgg 



tcatcctcag 
ggcggttgca 
cagcttcggt 
gagacactca 
ggaacagcga 
aaacaaacag 
tgcgctgggt 
cccagaacgc 
ttgtgtggat 
agacatagac 
agaagccatg 
ccgtgtaagc 
caggggcagg 
gctctggtct 
cagggcttcc 
ggacctgagc 
gagaaacggc 
caagccgact 
gtgcaaggag 
ccagcacctt 
tggggaacat 
atgcctgtag 
gttgaggctg 
cctgtctcaa 
acgtgcatca 
tcaagaatgc 
aggccgaggc 
aaccccgtct 
tcccagctac 
agtgagcaga 
aaaaaaaaaa 
tatgtcattt 
ctggtgcagg 
cctctgcccc 
ttaacttcct 
atgtggggct 
tgggctgcag 
ctgctggtga 
ggctgtgggg 
gaggtcgggg 
gaacggacct 
ccccagccat 
gatccacacg 
gggcccctgc 
tgtgaggcag 
gggaaggcct 
gagggaggtg 
ctagtagatt 
ctcagccagt 
aacaccaggc 
ggtgacgtcc 
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3 061 acagagaggt gtacaattgg agtgggggag 
3121 ctgtaggcac atcgtcctgc tggaacaggc 
3181 ttgggcctgg atcgcattcc caacagtgat 
3241 gggccacacc ctgtgctgag agctggggct 
3301 atccctgcct tgggagagct ccagagcaga 
3361 gacaacgtga caagtggggt gtgtcccatg 
3421 cctgcgccct ccggaggcca atggcgacag 
3481 gggacttagt tcaggctccg aaagagggcg 
3541 tttttggcta gacctacgag aaactcaact 
3601 ggtgacatct ctgagcctgt tttctcatct 
3661 tcatttgcag tgggagttgg aaagaccgta 
3 721 caggcactcg cggagtatgg gcaataacga 
3 781 acccaaggcc tgaacgcgga atctgggctg 
3 841 ttttaaataa ttggaaagat gtttaagaat 
3 901 gtaatctcag cattttggga ggccgaggcg 
3961 ccagcctggg caacaaagca agactccatc 
4021 tggtggcaca cacctgtagt cccagctacc 
4081 cctaggagtt ggaggctgca gtgagctgtg 
4141 aaggtgaaac cttgtctcaa aaacaaacaa 
4201 ggccaaatcc agcctgcctt ctgtttttgt 
4261 cggttaagaa aacaaacaaa caaaacaaga 
4321 gtatctcaag gtgaattatt tgtaatccaa 
4381 acgcccattc ctgcacgtgc cacttctgtg 
4441 gagcctgcct tcgtctggcc ctggaagcct 
4501 acagcttgct cacttctgag caatatgatc 
4561 cggcccctgc agggcagaag ccttccttct 
4621 tgcagctcag agggcctggg ggacagtgca 
4681 tccccggccc agcccctcac atgtaccggg 
4741 tccgtcttcc tttcttctag cgcaggagag 
4801 tcgacttcct catacaggat tcgcagcgtc 
4861 tggaaaaact gctgagggtg ccagaggcag 
4921 gcagcaccgg ggcctgaaga tgggcaccga 
4981 attcgctaga ccttatgcca gtcccaactc 
5041 gggaagcaga gcagggctac tcccagcatg 
5101 taacgggctg aactgtgtcc cctcttaggg 
5161 tctctaggtg ttggtattga cagactgtgg 
5221 aggaaggaca cagcctgtga ttccaggagg 
5281 ggaagggacc taccttccca ggaggctgtg 
5341 aactcttcct gtatgacgaa ggtggccaca 
54 01 gataaaccta gggggaggga cggagagcat 
5461 gggacagcca ggggctcaag gagagcatga 
5521 gggaaggaga gggggaggga gagggaggga 
5581 tcaagcaggg ttgctccacc ccacactgtg 
5641 gggccgtcca gggcacagca gggtgctgag 
5701 caagccagga gcacccccgc ccaagtgtgc 
5761 tggccaggtt tggaaagtgg ggcccgggct 
5821 tgaaaccaag acaaggaagg atggggtcac 
5881 gcaggaagca ggtgagatgt ggccttgact 
5941 aaggtgtgca ggggcagaaa tgcccagggg 
6001 tgggctgacg cctgcagcag aaaaccacag 
6061 atctcaggac cttgggaggc cgaggcaggt 
6121 gcctggccaa catggggaaa cctcgtcaca 
6181 gccaggcgtg gtggcgggca cctgtaatcc 
6241 cacttgaacc caagaggcgg aagttgcagt 
6301 gggcactccc gcctgcgctc ccgcctgggc 

63 61 caaaaaaaaa aaaaagaaag aaagaaagaa 
6421 acctcccggg agacatggta ggctacagaa 

64 81 tgtgtgcagg aagaccctgg ctgtgggggc 
6541 gctatggtgg ccgtgcacag gaggggctgg 
6601 gctcctcgcc tgtctcgatg ttggccaccc 
6661 aggcagggtc ggcagggcag attttggggt 
6721 tttccagcgg tttcataggg gacacctgag 
6781 cctccacgcc acccccgcac acagccaggg 
6841 ccgtcgcggc agtggaagag gctgttgctg 
6901 tggaagtcgt aggaggtgat gccgaagacc 



gcaggagaag ccaggtgtcc cacggtctgt 
atgacaccct caggtgggga ccttctgact 
gtggcatctg gctttctcat ttaaaaacac 
tgtaggggcc gcagatacca ggaagatgcc 
cggtgaagcc cgaggcatca cagtaaaact 
caaaaccagg gagcccgtgt gacagccaga 
aataagggac ccaagaggct tctgaagagt 
cgggccacag cagagcggag aatgcttatt 
ccagccctcg tggctctggc ctccagggca 
gtcatacgag ggggaaaaga ctgacttagc 
caggaagctt ccatctagca cggcacagag 
tgctcttata tggtcccatg ggggttgcaa 
cacgtgtgtt ctgtttggct ccagagatat 
tgggagtggc cgggcgtgtg gctcacgtct 
agaggaccac ttgaggccag gagttcgaaa 
tctacagaaa atttaaatat tagctgggca 
tgggaggcag aggtgggagg atcacttgag 
attgcaccac tgtactcctg cctgagccac 
acaaacaaac aaacaccact gtagtgtgag 
atggctgaaa atccttcttt cgttctgaga 
gtgacatttt cgctaatatg aaaatcatat 
acttcagtca agtttccttg gcacatggct 
ctccagcagc agggtggggc agttgcaaga 
gagatacctg tgccctcatc ccttccagag 
cggtggccat ggtaagccag gagaaagggg 
acacccccat agatgcccag agcacacaca 
cctcaccagc catgccccag gggcctcaga 
cactcacctg tcctggggta ccgatacgag 
gggacgtgaa tgacctccac ctcggactca 
ttgaggccct ctgaaccttg ggtggggtgg 
agtccctgcc atcagcaccc cccgccccct 
gggctctgaa accagaaccc cggctctgcc 
tctgggcttc agtttcctcc cctgtgcagt 
aactggcatg ggaagtggcc acgtggggtg 
caacagcgat gtctacagtc gttaaggaac 
aggtggtttg aggtgaaagg agtaaggcgc 
aaaagcacgc ccgggagcat gttgaaaaat 
gggcaccacc agtacccagt gaagcggtcg 
cccgcagact tggggtcatc caggacattg 
caacaagggg tgagcagcct gctaacactg 
gagagaggga gagagaagga gggaaggaaa 
9^gggaggga gagctcggag ccgactgctt 
gacactgggg ccctcttggt ctctggggtg 
cagtgtccct ggcctccact caccccatgg 
cgtctaaaaa cgtctctgga catcgccgag 
tatgggacgg agaggcagcg atcagtgact 
ttctgatgag caagggagtg gagagaacac 
tgatggggct ggacaggcag agtggagggg 
cacctggaag agggtccaga gcaccgtggc 
agcggcaggg tgcggtagct catgcctgta 
agatcatttg aggtcaggag ctcaagagca 
actaaaaata caaaaaaaaa aaaaaaatta 
cagctactcg ggaggctgag gcaggagaat 
gagccgagat cataccactg cagtccacct 
aactgcactc ccacatgggt gagactctct 
agaaaactac agagcggcag ggacgccagg 
ggtatgcacg ggagggtggc ttgtgagggg 
aatggggcct ttctggaagc tggccaggtg 
ccccaccttg gtggcagaag gtcagccgcc 
acaggtcgct gttattgatg aaggagaaga 
ccatccgggg ccctgagcac tgggtcttga 
gacagagacg cccagctcag ggggaggggc 
ccagggctca ccatgaagcc gttcttgccg 
gcctggaaga ggaagaggcc actctcgctg 
cccaggcgtt tccgctccct cagcagctcc 



7 of 17 



1/24/03 4:29 PM 

I 



NCBI Sequence Viewer 



http://www.ncbi.nlm.nih.gov: * 



6961 tcctcccgag agtagacccc atggtggggc 

7 021 cagcgtcagt gggcaaagag gatctcccgc 
7081 attcccaggg aatctgactt cgggcctcgc 
7141 ggctgccgga gcccttgaca cagtgggtgg 
7201 ggactggctg agtgtcctag gaggtggcag 
7261 ttcctgagtt ccctccccac agaccctctc 
7321 gtccctgccc cacaccaccg gagtactctc 
7381 ccccaccctc ctaccctatt cacaatccct 
7441 cagcactttg ggaggccgag gtgggcagat 
7501 ccaatatggt gaaaccccgt ctctactaaa 
7561 gcgcctgtag tcccagctac ttgggacgct 
7621 agaggttgca gtgagccgag attgcgccac 
7681 tttgtctcaa aaaaaaaagc agaatcaaaa 
7741 agtgtaaaca caaggacact ggcttgggga 
7801 aaccagtggt ggagaaagtg ggagtgtcac 
7861 ttacattgtt atgtttatgt tgttactatg 
7921 ttgttactat tttagagact gggattcgct 
7981 cacggctcac tgtagccttg ccctcctggg 
8041 attagctgga actacaaggc gagtgccacc 
8101 caggctcttg ctgtgttccc cagtctggtc 
8161 cctcggcctc ccaatcatca aacacaaaaa 
8221 tccctcaact atccccagag agccaacact 
8281 aaaagggcct caagccaagt taattcccaa 
8341 gcttttggta agagtttctc tgtcgcttga 
84 01 tcacccgcca gagtccacag gacggagggt 
8461 aggtgaccga aggcatgtat ggcctgtggg 
8521 agggcccacg cctaatagca cagcttacct 
8581 ggagcagcag agcctctttc cggaccttct 

8 641 ctcggctgcc atatggcatt cctaaaggga 
8701 ctcaggatgg ggagacgccc tcagcctgca 
8761 gaacattctg ccaggccgcc ggcgggacag 
8821 tgcttaagta ggcagtaggg ccttccacct 
8881 attaccgaag aaacagcaca caagaggctg 
8941 actttgggag gccgaggcga gaggactgcc 
9001 aacatagcaa ggccccgtct caaaaaaaaa 
9061 aaaaataaat cgcacacaag agaacaagaa 
9121 acaggttggg ttcggctctc caaggccctt 
9181 aatataggat tagagggagg gcaaaaccat 
9241 tcacgcctgt catcccagca ctttgggagg 
9301 gttcgagacc agactggaca acatggtgaa 
9361 gccgggcgtg gtggcacgcg cctgtaatcc 
9421 cacttgaacc tgggaggcag .aggttgcagt 
9481 tgggtaacag agcaagattt tgtctcaaaa 
9541 gtatttccca acctcgcccc taattacatt 
9601 gtcctgacca ctgcgaggcg ctgagcagca 
9661 gcaccccaca gtcgtgacaa ccacacatat 
9721 ggcagaatca ccccgacctc aaaccactga 
9781 tagtgagagc tgccaagcga gggttttggg 
9841 ctcggcacaa tgtgtgtgac cctctgtgaa 
9901 ttccacctac gcatgtctct gggcttggga 
9961 ccttagtggc aaataaaata actgtgtatt 

10021 atgacagtac aattgtcatt agaaaaggga 
10081 agcctcggtt tcccctctcc atgcgacacc 
10141 cataaagctg tccagtagcc cacaaacgtg 
10201 ggtgccctgg cccctccttg ctctactttc 
10261 gattggtgct gtcctgtcct cttttcagga 
10321 tttttttttt ttctgagaca cagtctcgct 
10381 atgttggctc actgcagcct ctgcctccca 
10441 agagtagctg ggattacagg cgcccaccac 
10501 gagatggggt tttaccatgt tggccaggat 
10561 cccaccttgg cctcccaaaa tgctgggata 
10621 cttgctttta agaggagaac aggaaggcca 
10681 attagtaata tctgtgccat ttttatttct 
10741 cctcctgctt gctttctgtg tcctgactga 
10801 cagccagctg caggtttttc cctacaggct 



gtggcctgga aacatacagg ggacaggggg 
tggccagggc agagatcctc gggctggggc 
cagagagaac ttcctgtact gggcagaatt 
ccaaagattg ccagcgaacc tggccctgca 
gggagactct ggggccagaa gcctcctcac 
catagcagat gggggcccct gggaggggct 
tccgggtccc tagtgccatt cttacagact 
tcccatcaag agctttcaat ttcgtaatcc 
cacgaggtca gaaattcgag accagcctgg 
aatacaaaaa ttagccgggt gtggtggcac 
gaggcagaag aatcacttga accgggaggc 
tgcactatag cctgagtgac agagtgagac 
gcaaaattac ccctacactc tgtggaaagc 
ctcagagaca ggccaaagtg agggccagtg 
gatctcagcc actgttagat atcattattg 
ttataatgtt atgttatttt tattgctata 
gtctcccagg ctggagtgca atggtgagat 
ttcaagagat cctcccatct cagcctacca 
aggcctggct aattttattt tttgtagaga 
tcaa"attctt gggctcaagc aatcctcttg 
cacgccaatc aatgcaaaag gcatttttcc 
ggatgagatt gatgattaac cagtctctct 
tctttggtga tgccgttaaa aggaagagat 
gtacaggtgg tcagggggag gagggaaggc 
ttgtgggaac tcacagccgg tggggcagag. 
gctggccttt gccacctcct cgcccacggt 
ggaaatgatc cagcatctgc ttccaggaca 
tgggaatctc agagtagagg agggagttct 
gaaaggaaac acccagaacg ggtaccctgg 
gctgggccca gctggttccc tctgcttcta 
ccctccccgg aaagctatgg atcctgggtt 
gagatatttc tgctgaatct cacggcctga 
ggcatggtgg ctcttgtttg taatcccagc 
tgagcccagg agtttgagac cagcctgggc 
aaaaagaata aaataaaaga aaaaagaaag 
gggcagtcag aaacaaacat ccaactctca 
tatcaaggct tttgcagacg acaagaattt 
caaaaaggaa tgagggccag gcgacatggc 
ccgaggcaag cagatgactt gaggtcagga 
accccatctc tactaaaaac acaaaaatta 
cagctactcg tcaggctgag gcaggagaat 
gagccgagat tgcgccactg tagtccagcc 
aagggaatgg ggaagcgtgc acctggtcca 
cgggcctgga ccatcctccg gggtggggct 
tccctgtcct ccgcccactc catgccaggg 
ccccaggcat ctcccagtgt cccctgcagg 
tttaatcgaa gcttctgtag aaaatgacgg 
tggattacat gaggtaagaa acgtaaagct 
atcagcgtat ttcatcagta agccgcggct 
tgggtcttac tgcggaaggc gcaatcaggt 
ttccaaatgg tcatgtctta gatctgctgg 
atggcagaag caggatggta acccctggga 
actgaaaaac cgggacaggg ctcctccaag 
acatgactaa cgacaagtca cagacagccc 
aaccctgagt ttctccagga cgaagcctcg 
cctcctcata ctcgcttttt tttttttttt 
ctgtcgccca gactggagtg cagtggcacg 
ggttcaagca attctcctgc ctcagcctcc 
cacacccggc taatttttgt atttttagta 
ggtctcgaac tcctgacctc aggtgatctg 
acaggcatga gccaccacac ccggcccttg 
caagctcgcc gcctctggga ttagtgctta 
tgttacaggc agccgcaggg tcctccagtt 
aaatcacaga ctgccctgac ctctgtggct 
tgaaccagag cctagaacat tcccaggcac 



8 of 17 



1/24/03 4:29 PM 



NCBI Sequence Viewer 



http://www.ncbi.nlm. nih.gov: 80/entrez/qu...ucleotide&list_uids=3702294&dopfr=GenBanl' 1 



10861 tgataaatac cgaaagccag cccaggccct 
10921 tccataccct gacccccttg ccgaggacac 
10981 tgcccattgc aaggacactg aagcccaccc 
11041 gactcatccc cctggcattt agggttcctt 
11101 gacggttcag ggcactccct tgtgggaact 
11161 ctgtgggttc agtgggatga aacagaatct 
11221 atcagcctaa atccatcaac ggtagactgg 
11281 gagtactctg cagccataaa aaagaatgag 
11341 caggagacca ttatccttag aaaagtaatg 
114 01 tcactttata agtgggagtt aaatgatgag 
114 61 ctggggccta ttggagggtg gagggtggag 
11521 actagcctgg gtgatgaaat aatttataca 
11581 gaacaaaccg gcacatgtgc ccttgaacct 
11641 cactgtcacc caggctggag tgcaatggtg 
11701 tgggttcatg cgactctcct gcctcagcct 
11761 accacacccg gctaattttt tgtagtttta 
11821 gactggtctt gaaattctga cctcgtgatc 
11881 ttacaggcgt gagccaccac acccggccag 
11941 aaacagcaac ttctagttgt ggcaaggaac 
12001 tgtgaagtac agtagtgacg gaaggatgta 
12061 ccttttaaag tgtatttatg aaaaatgcaa 
12121 aaatcgtgcg gagactcagg ggtgagcaaa 
12181 ctctaagagc ccttgaagct gccaggaccc 
12241 tcaagtgatg tgtgatttcg ctcgtgtgaa 
123 01 ggaagtgggt tcatggttgc ccggggcttg 
12361 ggcgagtgaa tgttctagaa gtagacaatg 
12421 actaaaagcc actgagtttc acaccttcaa 
12481 caatttttaa aaagcaccct gggccaacag 
12541 agctagtcca cagggactct ccaggagagc 
12601 cagacttgcc aaggacacca gggccacctc 
12661 atggcccctg ccagcacatt cctcgggcga 
12721 ggcctttgag gcaagggcta gaggtgaccg 
12781 cctcctcgga cctccctcac cagctctgcc 
12841 cccacccatg ccccggtgac ccaggcctgc 
12901 tggcctcgag tggctggcct ggtgggggat 
12961 tggatctcag cctgggacgt cgggagacag 
13021 cagaactgtc tggaaccctg tggcctcctc 
13 081 agaggctgat ccgcgtgggg cgggagcggg 
13141 aggcctggaa cctgagccgg ccccagccca 
13201 ccgctgctcc tgctagcctg acgctggggg 
13261 cggaggggcc cagtgattag ctccacatgc 
13321 acaggtccca tgctttgagc agcaggccag 
13381 gtgctaagaa gtgttattat tactcagggg 
13441 tgtgacgtga gctcagtgct gcccctgaca 
13501 ggtgaatttc accccgaaag gggcagtctg 
13561 gtttctgcca agttcatgcc cactggggtg 
13621 acctgcctgt cccagcccca gacacacaca 
13681 atgcggagtc aatctgaatc tttgtcccgg 
13741 ggtggctaga acctgaggca tggaatccca 

13 801 gggcagcgag gtggggtgga cccaggcacg 
13861 ttctcaggcg ctgcttcctg aggtccactg 
13921 ccctctacct ttactccagg agtacttcat 
13981 cttttagcag ctccacggag atttgaatga 
14041 gggctcgggt gtggaggcta cgttacacag 
14101 gaaggctctt gagctgagga gatgatcctg 
14161 agtccttatc agagggaggc aggccaggca 
14221 tgggaggctg aggcaggcgg atcacctgag 
14281 tggagaaacc ctgcttctac taaaaataca 
14341 gtaatcccag ctactcggga ggctgaggta 
14401 ttgcagtgag ccaagattgc gccattgcac 
14461 ctcaaaaaaa aaaaaaaaaa aaaaaaaaaa 

14 521 aagaagagga ggaggaggaa gctgtgtgac 
14581 acaagccaag ggatgctggc cgccaccaga 
14641 tggagcctcc agagggagcg tggccctgag 
14701 gaagtgtgaa taattttcac aatggcagcc 



gagccaaaat ccttaaaccc tcacataaac 
acctggctgt agaacacgcc ttttctctga 
tgcaccgaag accccctgga aaatgctttg 
tctttggaat cccaaccagc cccatctggg 
cctctgctgc tgcttttggg gtgactgtag 
tctcactatt cacaacagca aagacatgga 
ataaagaaaa tgtagtacat atacaccacg 
atcatgtcct ttgcagggac atagatggag 
caggaacaga aaaccaaata ccacatgttc 
aacacatgga cacatagagc agaacagaca 
ggggagcagc agacaaaata actatcgggt 
acaaaccccc gtgacacaag tttacccaaa 
aaaagtttgt tttcttgaga gagagtctcg 
caatcttggc tcgctgcaac ctccacctcc 
cccgagtagc tgggattaca ggagcacaac 
gtagagacag gggtttcact atgttagcca 
tgcctgcctc ggcctcccaa agtgctggga 
ttgtttgttt gttttttttt ttaaagaaag 
acaggtttcc cacgcatgag gaagcgcgct 
cttaaagaaa aagattagat taacagggtt 
agttcagtga gatgtgtgtg ggaaggagaa 
agaacgcaag tgctggaaac acgactcaat 
tgcccgtccg gccgcccatg gggatgaggg 
atgtccagaa caagccaatc cacagagaca 
ggagtgatgg ttgatggggt tgctttttgg 
gtgatggctg cacaactctg tgaatgcgtg 
aagtgaaact gtgcaatgtg aattacatct 
gaggggtggg agggatggga gggcctgggc 
tggagctttc caaacaggaa atcaaagcca 
cttctaggct gattaatcaa tgatcaccaa 
gctgctgctg gcactatgat ggtgacaact 
ccaagggctg tggatttctg ctgccccatc 
cctgcaaaca cacctgatgc caacctgtca 
gcaaacacca tttcccgtca ctgcacgctg 
cgtgatccac acagggctag ggctctcccc 
gaattcttgc tttccctttc gagggagttc 
cagccacaga agtcaccgtt tgcagtgggg 
gtcgggagcg tttcccaatg ctgcagtctg 
tcttcccagc agcaggaacc gcacgttccc 
ctttatcatg tggatctgaa agagcctttc 
cccacagcaa acctggtgcc tgctgagggg 
gcctggcctt gaagtctgga cactgggcta 
ctggggggag gcctgccccg agaacctgga 
gtgtgaagtg acagcctgga gtcgttgaag 
gtttttgagc tactctaggt acgttctggg 
ggccctcagc acctcctgtg tactgtgagg 
cgagccacag gcgacccgac gatctcatct 
aaatttggag aaagttcctc cgtttctgct 
ggcgctgtgg aggggttgcg gaggacaggt 
gacagatgcc tggcttctgg aaggctctgg 
ggctttctgc tcttgggttc catgagatgc 
ggctcagacg agcttggagg gtttctgtcc 
tggccctgac agagaggtgt ccacatcctg 
agagacaggc ctgtgcggct gggattaagt 
gattacccaa gtgacccaga tggcatcatg 
cggtggctta cgcctgtaat ctcagcactc 
gtcaggagtt tgagaccagc ctggccaaca 
aaaattagct gggtatggtg gcaggcacct 
ggagaatcgc ttgaacccag gaggcggaag 
tccagcctgg gtgacagagc gagactccat 
ggaggcagag gggaatttca gacagaagag 
catcaggcca gaagttccaa cgttgtggcc 
agctgcaaga ggccaggact ggttctcctc 
gaaaccttga tcttggattt ctgccctcca 
acagaaaact cctccaaacg ccctgaccag 
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14761 gacagcaacc ccaacgggag caagtggccc 
14 821 ggcaacggcc catggcagcc gtggtctgta 
14881 aggtaactga aactcaagcc atttcagtcc 
14*941 tcttaaaggc ccagacagcc caggtgcagt 
15001 aggctgaggc aggaggactg cttgagccta 
15061 aaaacctcat ctctacaaaa aatacaaaaa 
15121 gtcccagcta cctggagggc tgaggttggg 
15181 gcagtgagct gtgattacac cactgcactc 
15241 ctaaaaaaaa aaatgaaaaa taaaaggaag 
15301 atgacctctg ttgcggtgac tctcctgctg 
15361 agtaacaggg accaggaaaa cctgacttct 
15421 ctggatgatt cttcctttta aattctttgt 
15481 gtctgtctgt ggagagggac tgcgctgatg 
15541 tcggtcactg ttgttagcat gtggtcagcc 
15601 tccaatgctg gctgggggct gcagcacacg 
15661 ccatgagtcc catggatgag tgcagcggtc 
15721 caaggaacac ttggcgatgt ctgaggacat 
15781 tcctggcatg gagtgggtgg aggccaggaa 
15841 gccccacccc agagaacgat ctggccccaa 
15901 cctttggtcc ccagccatgt gtcacgctgc 
15961 caaggtgtcc ttcctcccag ctcttaaggc 
16021 ccgctgccca cctcacggga gccaggccca 
16081 cagcctaacc cgtgccctga aggcactcgt 
16141 tgcagacgct gcaggaggag ctgcgtgcag 
162 01 agagcctgca gcaggggctg caagcgcgtg 
16261 aaaccaggtt ctgccatccg ggcggctttc 
16321 tccacggcga gctcctcctg gagttactcc 
16381 cctgtttgtc acgagcccca cccagcccgg 
16441 ggacccggct gactagcact ggaaacaatc 
16501 gccacggcat cctggccaca tggaggagcg 
16561 ctgaccctcc gggggccgcc ccacccaccc 
16621 tctgtggctg agcctcgaag gacagcatgc 
16681 aactcctgtg gacctctggg aacagagagg 
16741 ccgcccaagc agcctgcagg gcccggctta 
16801 ccagactcat ccgtcttctg cacaaactgg 
16861 cccgagtact tgcggctgcc gtggatgatg 
16921 acctggaagc gggcggccgg gtcatctgtg 
16981 gtcccggtgg tggccatcct ctcagccccc 
17041 agcaaagact atgagaaagg agaactgttt 
17101 gcgaggcact caggttcttc cagacgagcc 
17161 cacttcttgg gttggtctac ctctctccat 
17221 atcacctctc aaatgaatga tctttaaaaa 
17281 ctatgttccc caggctggtc tcaaactcct 
17341 ccaagttgct aggactgcag gtgtgagcca 
17401 ccacctccca ccaggatgtt ccacatccac 
17461 tggttttcca cagtccccgg gataacaacc 
17521 gacccctgcc aagcccttga atctcatcct 
17581 ttcactcagc tcctcaaaca ggccaaattc 
17641 gccctcctgc tcggagtgca tttttcctca 
17701 atatatatac tttttttttt tttttttttt 
17761 agtgcagtgg cgtgatctca gatcactgca 
17821 ctgcctcagc ctcccaagta gctgagatta 
17881 tttttgtatt tttagtagag acagggtttc 
17941 tgacctcaag tgatccgcct ccctcagctt 
18001 actgcaccca gcctgcttgg ccagcttcta 
18061 cgtcagaaac ctttcacacc atccacgctg 
18121 ccacctggct gtcccctccc tccaccttca 
18181 cccccatgtc tgtcccattc acagctgtgc 
18241 ggcaggcatt ccacggagca ctgtggaatg 
18301 tgctgggtct cgggagaggc ccgggcgtga 
18361 ctgttggctt gctgtccagc cggggagatg 
18421 gggatgtggg aggtgcaggt gaaagggtga 
18481 ctctctcctc ccactcagga cactctgggt 
18541 cggtgtcaca tctcccacca ccccactccc 
18601 gactggactg gccaggcaaa tatttgtttt 



aagactgtgg gcgccacagg ataaaaaaga 
cacttgtagt cgtaacagcc aagctctctc 
aatttctccc agactagagt tggccagcat 
ggctgatgcc tgaaacccta gcattttggg 
ggggctcaag accagcttgg gcaacacggc 
attgtctggg catggtggca cgtgcctata 
atgatcacct gagccaggga tttccaggct 
cagcctgggc aatggagtga gacctcatct 
acagtaaatg ttttcagcta cgtgggccat 
tagcttgaga acagccaaag atgtcaggaa 
gaagacggct gtcacctgcc gacccctgtt 
ttgccagacc accatctgat tcccacacaa 
gcggaagaag acagccacct ggtgtccacc 
tcaggcagag gatgacggcc gttcactggt 
cgggcctggg ctcaggggct gaggacacca 
tggacaagga tcccagcgcc accccacccc 
ctgtggttgt caccactggg atgtggctgc 
cgctgctcag gaccctgcag tggccggacg 
tgtccatggt gccaagcggg agagacgctg 
tttcaaagac acaggcctgg ctgatctctc 
ctctgggtgc agtgggcacc atccgaatat 
cagtggctgc agaagctgct ggaggacatg 
ggtgcagagg agcccagtcc cgtgaggcac 
gcacacgccc agaggaggaa gtgtggatcc 
gcaagccgcc cctgtgctgt caccggcggc 
ccggaacctc gggatccttc ttgacgcacc 
cgactccctc tgggaatggt tcagtccagt 
accaggtggc tgggaagtga ctcagggggt 
tccgggcttg gagccacagg gccggcttga 
gggctgccct gtgcatggct ccctgcacgg 
cgcggcagcc cttccctgta gtcagagctg 
ccagggccca gccatccgag cagatcttcc 
accagggaac tgtggtccca gatgctgtcc 
cccaggtagt agaggcggtg ggagtggggc 
aagtcgtggg gcgccttgtt gacaatgagg 
ctccggagcc cgtcccacga gtgcttctgc 
gcggctgcgt cgcctcggtc ggccgttggg 
tcggaattca gcgagaagct gcggggagga 
tacctacgag ctgccccaat gctgcccctt 
ccacccctgc cgctttcccc actccctaaa 
gtcactaatg ctgctaagat tcaagccacc 
cattcttctt tttggagatg ggggtctcaa 
ggccacaagc aatcctcctg cgtcagcctc 
ccatgcttgg ctttggctga atgactgaaa 
tgccaagacc ccatcactta aaacccttcc 
agttctcacc accacctcaa ggctgctgtc 
tcttatccct gtgacccagc caaatgagcc 
ctttccaccg cagggccttt gcacatgctg 
ctttgcttaa cttctttgat atatgtttat 
ttttttggag acagagtctc caaaggctgg 
gcctctgcct cttaggatca agcgattctc 
caggtgcctg ccaccatgcc caactaatgt 
actatgttgg tcaggctgct ctcgaactcc 
cccaaagtgc tgggattaca ggcatgagcc 
atcagatctc agctgaagta cttggcaggc 
aagctggtct ttctgctcat ctttcacacg 
tcacagcggt tatttgtggg acccctgtct 
tcccagaacc ttagctggtg gctggcacgt 
attatctctc agtgggctcg cggggagaca 
aggaatgaaa atccatcctg gtcacctgtg 
cttggccttc actggaagtt ccagagcctc 
atggcacgcc cttccccaaa gaatatccca 
ccgcaaagca gccaccgtga gtggccgccg 
gccctcgtca cttagcacac tccttgacct 
acagaaatct aaacatggcc gcagtgaccc 
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18661 agttctgcga gagccagtgg tctggaaagg 
18721 gtgggctccg agtgactgcc gaccttgcca 
18781 gcttggggaa gtcgctgctt gcttggagga 
18841 ggactgggtg tgagagaagt aaagggcaga 
18901 gccagttccc agaagactct gcctcttgcc 
18961 agagaaaggg ccccagcctg ctttgagagg 
19021 cgagcgcctt tgaaagatca ggacttggcc 
19081 cacttcggga ggccaaggca ggaggatcat 
19141 acacggtgaa accccatctc taccaaaaat 
19201 gcctgtagtc ccagctactc gggaggctga 
19261 gagcttgcag tgagccgaga tcgtgccact 
19321 ctgtctcaga aaaaagaaaa aaaaaaaaga 
193 81 catttgggcc ttacttgggc ttgtgacagc 
19441 gaggtcactg gagcttgctc ccaatcagag 
19501 aggcagcccg gcccccggcc tcccactgac 
19561 aggaaaagtc acagagtgca gcccagagaa 
19621 tgtcctgtgg gaaggtcccg taagccaagg 
19681 cgaaaggctc atggggcgga agaccccttg 
19741 ggctgatttc tggaggtccc tctccaactc 
19801 tcccttgttt catcctactc catccaggca 
19861 ggggcgcagt ttgttagttc agctcctcct 
19921 catcagcact tacagggctc tcaggtcaca 
19981 caggtcccct ccagggcagt ggggagccac 
20041 accgcctgag cactcaagaa cccccactgc 
20101 actgagcccg gggagctcct ctgagcggcc 
20161 ttcaagcctg gctcacggca gcaaagaaaa 
20221 acccataagc tgagagcctg cccggaagca 
20281 caaagaacaa taaaaattat cttgcctctg 
20341 tcgatcccgg agatgagaaa tgaaatgaaa 
20401 atgtggctag actctttagc ttgagcttcc 
20461 gccctccgct gacctctctt ctacccgggg 
2 0521 aagagtgagg gagcgagggc tagcctgtga 
20581 ctgtggctca ggggagtcaa gagtttacac 
20641 tcaagtctac ctactccttc cttcggccaa 
20701 caccagcaaa cagctccaga cctcctagca 
20761 gtgatctcct ttttaaattt ttcatttttt 
20821 ggctggtctc aaactcctgg gctccagcga 
20881 gatgagaggg gtgcaagcca ccgtgcccag 
2 0941 ctggtgcttt ggtggcgagc gggggcgggg 
21001 cgcctagaag gaactgtaga ttcagtgctg 
21061 ggtgataagg cagaaagaaa ggtgggagcc 
21121 gggtggtgag gacagggtcc tacccatgcg 
21181 tgggcagccg gcccaggcca ggcaagtgcc 
21241 atgccaccct ctgtcctacc caaactgccc 
21301 agcaaccttt acagagtcac ccagcagcct 
21361 ataagggaag ggacacagat ccccttcagt 
21421 cgctgggacc acccggtttt agagcccatg 
21481 cccgtcttcc ccggtccatt cttcaattcc 
21541 aacaagccta agagtattag aaaattgaat 
21601 cctaccgcct tttcatctcg tgccaggccc 
21661 gggtgcgtgt ctaaccacat tccatccaca 
21721 gatcctcctc attttcagga ccaaaataat 
21781 gaggccgagg cgggcagatc acaaggtcag 
21841 aaaccccgtc tctactaaaa atacaaaaat 
21901 cccagctact tgggaggctg aggcagaaga 
21961 gggagccaag atcgtgccac tgcactccag 
22021 ataaataaat aaataaataa ataaataaat 
22081 aatggcctgt ccaatgtcac ccagagagga 
22141 caaaacccac atccttacac tgagatcagc 
22201 gcaaacactt ggtgacatct ggagacatct 
22261 catgaagtgg gtggaggcca gggacgctgc 
22321 accccagaga acattccagc cccagcgtcc 
22381 ccacactgcc tcctcgcttg aaataaccag 
22441 ggggagaggg aaagaagggg ccttccagat 
22501 gccacatcct cacggatcag ggcctccgag 



gtggcaccgg ggctggtctc gcttcccttt 
gaagccctgt cctccgggac caacagcttg 
agtgggaaaa cccgcgggag tggacagcag 
gatgagtggg ccgccttgac tctgcagtgt 
aagaggagac cccacagggt aaccactgca 
gaaggggaga aagagctgca aggatgtcaa 
gggcacagtg gctcatgcct gtaatctcag 
gagatcagca gatcgagacc atcctggcta 
acaaaaaatt agccgggcgt ggtagcgggc 
ggcaggagaa tggcgtgaac ccgggaggcg 
gcactccagc ctgggcgaca gagtgagact 
aagaaagatc acgacctgca attgtcacct 
ccattctaca ggtggggaaa ctgaagctgg 
ccgagtgaat gagcaaaagg ggttcagtgg 
atgctgtgtg ataagcccag caattacagc 
ctgcccgtgc cgtgctctgc gagacacccg 
agagtagaag ccacctcagc aagggacata 
ggaaggtggc ttctgagtat cacggctgtg 
gaccccaaag aaatgacagg ggaaaatgct 
gggccagcgt gtcctgccct ccagccagaa 
gagacagaaa taaagacacg aaccaaagga 
cacaggatgt ccgcgcccac tgcagagctg 
aagcagcgtt aggcagcggc tgggaccagg 
cccaagcact gctggcagca agcccagaaa 
taagcacccc tctaagctgt gctgccccaa 
aatgtgacct tcggagctcc caaaggggcc 
cttatagacc cgcgtggctt gttttcattg 
atcaccactg atagcccaag aagcaaaaat 
catcgcgaga aacttccagg aatcttctgg 
agacaggccg aggcttggtg ctggagcctg 
gcacagcccg gattgcagag aggctggcgc 
tgggctttct ccacctagca ccaccctatg 
agctgcagag atggattcca ggccacttac 
tcagctgggt gcctctgcgg cctgtgacac 
tggtctctgt caaggctggg tggcagatct 
ttaagagatg gggtcttgct atattgccca 
tcctgccacc tcggtctagc aaatagctgg 
ctccaaagct ctgtgatgtc tgtgtctgag 
gagtagttgg agatggggga agtatttgga 
actgcagttc tgagttcagg ccgaccacaa 
cctggctggc gtggggcaag gggcgtatgg 
ctggatgggg aaatgcctca aggtggactt 
cctgcaagtg ggggctgccg gggaaacagc 
ccagcactgc ctgggccttt agctttgatg 
gtgcccaggt gggacattaa gtgtgtgcag 
aactgacccc taaggcatgt gcccaccaga 
gctgggccaa tcatagccct tcacaccgtc 
cttcccagct gagcatgctc cattgaagca 
actgagaaag gttcgcaggg tcgaggaatt 
tgagacatgg agtttactga ctgccccggg 
cctgatttta gggcacttct tcagttctgg 
gggctcacac ctgtaatccc agcactttgg 
gtgatcgaga ccatcctggc taatgtggtg 
tagccaggtg tggtgacacg cacctgtact 
atcgcttgaa cccgggagat ggaggttgca 
cctgggtaac agagcaagac tccgtcttaa 
aaataaataa aaatggactc agtgaggttg 
aggggagtgg agccccagtc tcttggagcc 
agttcttacc caggagtgat tctgccccca 
gtggttgtct caactgaggg gagctcctgg 
tcagcaccgt gaagtgcctg ggatggcccc 
acagtgccga gggggagacc ccgcactacg 
aacagtcttg gggacgtgct ggggaagcca 
cttagactgt tggggaattc cagaagctgg 
gccaacctca ccttctccaa cttccggtgt 
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22561 tctccttgtc caggcgcagt ttcttaacct 
22 621 gggcaggggt gcctgcgggc aagtgggagg 
22 681 ggggagtggg cgctcctgcc cccttcgccc 
22741 cctccgggga gcaccctgaa gccaagggca 
22801 ctgaaatgca ggaggttctg ggcatttgcc 

22 861 cctttcaagg tgtaaagtcc ctgggagttt 
22921 acctgctgga aatagaagaa tcccaaattc 
22981 tgaccttgcc tacttgcttc acccttgacc 
23041 gtccctcaac acacctgctc gctcctagca 
23101 tgaaatgcca gttcctgctt ttgatatgac 
23161 ccacctcttc agaggtcttt cctgagcacc 
23221 tcaccacacc cagacgctga tacaatggcc 
23281 agggagagtg gttctcaact gggggcgatt 
23341 ggagacatgt gtggctgtca caactcgggg 
23401 gagatgctgc ttagcacccc acagtgccca 
23461 tcaaatgtca gcaatgccaa gccggagacc 
23521 gttcaacgcc tacgctcata ttaatactgg 
23581 acgaggggga cccccagctc ctgggattca 
23641 gatttcaatg tgtgcagcct cctgggacct 
23701 tcttggggat ccatggaatc ccctaaccca 
23761 caggggacat ttttggttat gacgactggg 
23821 gccagcgatg ctgctcaacc ccttacagtg 
23881 caagaatgac ccaaccctaa atatcagtgg 

23 941 gggcactcct cacgggaata tcagttccac 
24001 agattgcctg agcccagacc atgcctggtc 
24061 gctactgtgc tttcttggat gccgtctaaa 
24121 caactacctt ctcagacaag ccaggtccca 
24181 gagagggcca gctgggtaca gtggctcacg 
24241 gcgggcagat cacctgaggt ctggagttcg 
243 01 agctctacta aaaatacaaa aattagccag 
24361 actcaggagg ctgagacaga agaattgctt 
24421 aagattgtgc cattgcactc caggggtgac 
24481 agagagggaa gcacatgggg acaggactga 
24541 caccacgaaa aatcactggc catactctca 
24601 tcagagagaa aggttcaaat cctgactctg 
24661 gagcttccac ttccccagcg agaacatggt 
24721 ggaattgaat gagactgcac acatacagct 
24781 aaatgacagc tagcattgtc aactaaacaa 
24841 caaactaaag tcctttcagg gccagaatcc 
24901 aggtggatcc aggcacccct ccaccaaatc 
24961 cctcaaagcc ttcaaaaagc tccttccagg 
25021 aaagcctcca gcaggcgcac aaaaaactgc 
25081 gggccataga aaaccatttc ctgcccatgt 
25141 ccagcccaca ccccagcctt cctggctgcc 
25201 tccagagagc ctccattcca gctgcaggcg 
25261 tcatgaatgt ggcaggttaa tggaagcacc 
25321 gctgcagact gtcaggcccg attctacctg 
25381 cagcactgtc tgcatgccct ggacagaatc 
25441 tcccctggga cccagcagag gaatgcaggg 
25501 tttagtccca gctcctcgaa agcaggttgg 
2 5561 tggggcccct ggggaagacc agggggtggg 
2 5621 cagaggcagc gtgaacaggg aagtgtcagg 
25681 ggcggttgga caggcctgag aagggaggct 
25741 acccttggaa gacagctatg ctaaccacta 
25801 ctctggatac ccttaataga gggatcaagt 
2 5861 accaagcctc ggggcgaagg ttggaggaag 
25921 gagggaggtg gcctctgtgc atatacagca 
25981 ctccagagcc tgcacgaaag gggagagggt 
2 6041 gggtgcggcc acctccggaa ggggtcagag 
2 6101 ggggaagccc atcagggaag gggagaaact 
26161 ggagggaaag aaggtggagg agggcctggg 
26221 ggacccacag acgggtgcat ggaggctccg 
2 6281 cagggtcagg gccgaggcgg ggccggtcaa 
2 6341 acgaggcgcg cgggcgctgc tcaccgggac 
26401 cccgggtcca gcggcgcctc acggtcgcgg 
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tccgcattaa ccgctcagct gacctcagga 
agagatcaaa gggctgcaac cccagcaggt 
cctcctcatt gctccaggca gccccccaag 
ttctgaagag acgatgcttc aggccctggc 
agagcccgtc atctttctca acaggaggtt 
caagtgactc cagggacatc acaccagggc 
ctcactgtgg ccgttgcctg atggccctgg 
atgaccttcg gccacacttg cctccttctt 
cacagcttct gcacgacgca ccccgtggcc 
ttgctctttc ttgccctgtg gctcctgata 
ccatctgaag atgctacctg gcgaccccca 
tggaccataa ttccagttgt ccccttcccc 
tggcccctca ggggacactg gacaatgtct 
gtgaccctgg catggagtgg gtggagccca 
ggataaccca cctcagagaa ggatcccacc 
cctgcatcca ttacttgggg agaaacttga 
aataaacttc ccatggaaca agcattctaa 
cctcctttct ccctccccac tcagggtgag 
tagtagggca gaggatcatg ggacgcagtc 
ggggtctcac ctggggataa ccggcccccc 
acggtgaggg gaggcatgtg gccagtggag 
gacagaacag cccccctccc actcctctgc 
caaagctgag aaaccctgct gtgggtaagg 
agggcaggcc acatctatcc tggtcccaac 
ctcaacaaac atttcaggtt gaatgaatga 
gtcaaagggg ccccttgttt ggttggtgcc 
tgatgcgcag ttgcccaaag gcttaaagaa 
cctttaatcc cagcactttg gggggctgag 
agaccagcct ggccaacatg gtgaaactcc 
ctgtggtggt gcaagcctgt aatcccagct 
gaactcagaa ggcggaggtt gcagtgagct 
agagcgaggt tctgtctcaa aaacaaaaga 
gattttaagg gaagaggtta agcataaagt 
gtccagtggt gaaaagcgtg ggctctggtc 
ccacttctgg ggaagtcgct gaacctctct 
atgacagtat ctacgcctgg ggccaccaag 
tttaacacag tgtctgatgt agcacaaact 
gatactcaaa accacaggaa gggggagact 
acaccattta ctgaccgggt caggcagtgt 
ctgctgaaat cagcactctc cccttcctct 
ggcagctaga gggggacagg ggtggaaaga 
agccactgcc ctgcggagga caaccatcca 
ctatattcta gagcaggcaa aggaatccca 
aaaccccagc acaactgacc ttctaaaggg 
tgggacacag acctttatag gataaacatg 
ggccagccgt tcagcctccc ccactcagga 
gctagattct agctctgcct tgaagccctg 
tgggagagaa gccatcccac gggccccgat 
attggtgcct acggtccaca ccccctgggc 
ttcttgcctg ggaggcaagt gacttcctcc 
ggccaaggga atagaccact tttgatggct 
gctggcctaa ggctgtgtgg gaagaaggta 
gagagaaggg ggctgaaccc tgtgggctgg 
caccaccaac gcctcggcag gaaaaagagt 
a 999ttgagg atcaggactg gattggggag 
tggtaaagga gtgaggacag gatgcaggtc 
tttgcatggg gagagggagg agatcgggac 
gtcaaggtct gcagctacga ggacgttctt 
cctggtggcc tgggcagcaa cgggatgggt 
gggaggtggc ctggccagcg caggaatcgg 
gcggagagga aacgaggcag ggggccggag 
gggtgcgggg aggccaggcg atggcgaggg 
tggcgggttc agggtcgcgg ccggggcggg 
gtggggcggc ggccggactg ggcaggtcgt 
ctccatgccc gggactgcga ccccggaagt 
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26461 ggcgggagcg ggggacgaca gccgcggcgg acacagggga cccgccggct caggcacctt 
26521 tgacccggaa gttgagcgac ccaggcggcg gcctgggatt ggacaccacc aggcacgtac 
26581 caaggcgtcc gcggcgcttg ggggggagcc cgcggcgcgg cggcctaagg tgcgtaacgc 
26641 cccatgaacg acatcttccg gtgggttagg gagagacacc cccctgtgac ttggtatcac 
26701 tcagtcaaac ccatgatccc ccactattaa ggatatccgg agaggatgct acctatcagg 
26761 gcgttggtgg tatagtggtt agcatagctg ccttccaagc agttgacccg ggttcgattc 
26821 ccggccaacg catgcggtac cacttttgcg agtttgaaat tttcatttta gttttgagac 
26881 ggagtctcgc tcggtccccc aggctggagt gcagtggcgt gatctccgct cactgcaacc 
26941 accacctccc aggttcaaac gattctcctg cctcagcctc ccaagtagct gtgattacaa 
27001 gcgcacgcca ccacgcccat ctaatttttg tatttttagt agagatgggg tggggtgggg 
27061 cggggtgggg cggggtgggg gggggggggc ggttcaccat tttggccagg ctggtctcga 
27121 actctgactt caggtgatcc gccctcttcg gcctttcaaa gtgctgggat tacaggcgtg 
27181 agccatcaat cacggaaaat ttttttaaat cccataaaaa tgtctaaaag gcaggaggaa 
27241 ggcggaagag aaagaatggg actagaatcg ttctttcggt gaatttcaaa tagtattact 
27301 ctccggttag gaaaaacagc tgacctgttt ccgcccggga tcgaaccggg gacctttcgc 
27361 gtgtgaggcg aatgtgataa ccgctacact acggaaaccg gtaggcgtca gggttcttta 
27421 aattctccta tagagataat gttgcagtga tagttgcgtt gtcccaccaa agaaacactg 
27481 gctacagtca gctaaagcaa tatccgctct tcctgaatat ctgttattgt atttgataca 
27541 gtagagaccg aaagaaggaa aataaggaag acaaaaagaa atccaataaa caccctttcc 
27601 aacacaccca cccacccaca cacatgttta tcactttatc ataaatccac cttccattaa 
27661 aacaatgcac gtcaaacggc ccacaaaccc atccggggtc aaatgaagct tttcatctca 
27721 tagatatcaa tctatacttg atatcacatt agtttctgca gatattcacc attttgcttt 
27781 agatcaaact acttttttgt gtgttttgtt ttttgtattt tttagagaga gtctcgttct 
27841 gtcgcctagg ctcgagtgca gtggtacgat catccctccc tgcagcctcc acctcctggg 
27901 ctcaagcgat cctcccacct cagcctcctg ggtagcttgg accacaggtg tggaccacca 
27961 cgcctggctg aattttaaaa aatgcgtttg tagagacggt gccttatagc tgggactaca 
28021 ggcgtgtgca accactccca gctaactttt gtattttttg tagagactag agggcctgca 
28081 ctatgttgcc caggctgctt tccagctcct gacctcaacg tgattcgccc gcctgcagcc 
28141 tcccaaagta ctgggattac aggcatgagc caccgcgccc gaccccaact acactgtaaa 
28201 agagctttct gaaaagaaaa actgtgtgtg tatgtgttta ccttccgatg gagttttgct 
28261 cctgttgccc aggctagaat gtagtagcgc aatctcagct cactacaacc tccgcctccc 
28321 ggattcaagc gattctcctg cctcagcctc ccaagtagcg gggattacag gcacccgcca 
28381 ccacgcctga ctatattttg tatttttact aaagatggag tttcgccata ttggtcatgg 
28441 ctggtctcga actcctgacc tcaagagatc cgcccgcctg agtctcccag agtgctggga 
28501 ttacaggcat gtgccaccac gccaggcctc tttattttct taaagagaca gtagaagagg 
28561 tgggaagatg atggcaagaa tttagaatca gactgctgta aaattctgca caccctcact 
2 8621 cctgcggggc tgggattagg gtgaggagac taaagcattg taaggcactg gcaccaggtg 
28681 caaaaattaa ggtggtgcca aaaaactcaa taatcaagat aaataatatt tcaatacatc 
28741 tttttttctc tctctgttgt cgctggagta cagtggcaca atcttgactt actgcaacct 
28801 ccacctccca ggttcaagct attctcgtgc ctcagcctcc ctagtagctg ggattacaaa 
28861 catgagccac tatgccaggc taatttttgt atttttcgta gagatgggat tccaccatgt 
28921 tggccaggct ggtcttgaac ttccgagctc aagtgatacg cccgcctccg cctcccaaag 
28981 tgctgggatt acaggcgtga gccactgcac cccaccataa tattctttta aaaattagcc 
29041 gggcgcagtg gctcacgcct gtaatcccag cactttggga ggctgaggag ggcggatcac 
29101 gaggtcagga gatcgagacc atcctggcta acatggtgaa accccgtctg tactaaaaat 
29161 acaaaaaaat tagtcccagc tactcgagag gctgaggcag gagaatggcg tgaacccggg 
2 9221 aggcggagct tgcagtgagc cgagatcgcg ccactgcact ccagactggg cgacagagcg 
29281 agactccctc tcaaaaaaaa aaaaaaaaga aagaaaattt aattattggt tggccgggag 
2 9341 cggtggctca cgcctgtaat cccagcactt tgggaggcca acacgggcgg atcacgagat 
29401 caggagatcg agaccatcct ggctaacacg gtgaaactcc gtctctacta aaaatacaaa 
2 9461 aaattagccg ggcgtggtag caggcgcctg tagtcccagc tactcgggag gctgaggcag 
2 9521 gagaatggca tgaacccggg aggcggagct tgcactgagt ggagatcgcg ccactgcact 
29581 ccagactggg cgacagtgag actctgtctc taaataaata aataaataaa taaataaata 
29641 aataaataaa tttaaacaaa taaaaataaa ataattactg gtaaataact ccatcatgaa 
29701 caaattgtca aaagtttcca ttgaggcaag ttttcgtaga gatttgccaa attctattgg 
29761 agtctaaaat gtgtacctct ctgtgcctgt ttttatgtgt tttgaggggt ttttgggtgt 
29821 ttttgagaca gggtctcact gtcacccagg ctggagtgcg gtggtgcaat cacagctcac 
29881 tgcagcctcg acctcctggg atcaagggat cctcccaccg caagcctccc gtgtagatgg 
2 9941 gaccacaggt gggtgccact atgcctggct aatttttaaa aaaattttta gtagagatgg 
30001 ggtctcgcta tctctcccaa gctggtctca aactcctgcg ctcgagtaat cctcccgact 
30061 tgggttccca aagtgctagg attacaaggc tgagccacta tccctgtcct gattttatgt 
30121 attttaatgg ttatttctct cagaatgctg ttgaaaccat attgaaacat taaaagtaga 
30181 tatattaaaa ctcacaacat taagaatgta ttctaggccg ggcgaggtgg ctcacgcctg 
30241 taatcccagc attttgggag gccaaggcgg gcggatcact gaggtcagga gttcgagacc 
30301 agcctggcca acatggctaa aacccatctc tactaaaaat acaaaattag ccgggggtgg 



1/24/03 4:29 PM 



NCBI Sequence Viewer 



http://www.ncbi .nlm. nih.gov: 80/entrez/qu. . .ucleotideMst_uids=3702294&dopt^GenBanl* 



30361 
30421 
30481 
30541 
30601 
30661 
30721 
30781 
30841 
30901 
30961 
31021 
31081 
31141 
31201 
31261 
31321 
31381 
31441 
31501 
31561 
31621 
31681 
31741 
31801 
31861 
31921 
31981 
32041 
32101 
32161 
32221 
32281 
32341 
32401 
32461 
32521 
32581 
32641 
32701 
32761 
32821 
32881 
32941 
33001 
33061 
33121 
33181 
33241 
33301 
33361 
33421 
33481 
33541 
33601 
33661 
33721 
33781 
33841 
33901 
33961 
34021 
34081 
34141 
34201 



tggcacacgc 
aggaggcaga 
caagacctct 
catagcaaaa 
ctgtagttcc 
gactacagtg 
tcaaaacaca 
gtgcttttct 
tgcccaggct 
caagccattc 
cctggctaat 
ctcgatctcc 
gcgtgagcca 
agtctcactc 
ccactacctg 
cacccgccac 
tggccaggct 
tgctgggatt 
ccatgatatt 
agaccctatc 
cctttccggg 
ttaaccaatc 
tcctggttgc 
aaaacccact 
tatctttttg 
gtgatcgtgg 
tcccgagtag 
agagatgggt 
actggccacg 
aattctactt 
tgcccccacc 
gcggctcacg 
ctggagctgg 
attagcctgg 
tctcttgaac 
ctgggtggca 
attatagggt 
aactcttctc 
cctctccatg 
catgcacttc 
gccaagggct 
ccaaaccccg 
aagtccagac 
cattcaacgc 
acctaggctg 
gggcctctac 
aaatgcacct 
gcccaggcgg 
aaccctgtct 
tactcgggag 
caagatcacg 
caaaaatgca 
cctccagcac 
ccctcacccc 
tgagtcactt 
tcaaagccca 
ctgccctctc 
aacacaccag 
caggtatttc 
tcagagggcc 
actcacaaac 
gcctgcagtc 
aagaccagcc 
aattggccag 
agaatctctt 



ctgtaatcct 
gcttgcagtg 
gtctcaaaaa 
ccccatctct 
agctacttgg 
agccatgatc 
cacacacaca 
ggcttttttt 
ggagtgcagt 
tcctgcctca 
tttttgtatt 
tgacctcgtg 
ccgtgcccag 
ttgtccccga 
ggttcaagct 
cacgcccagt 
ggtgtcgaac 
acaggcgtga 
agactacagc 
tccaaatagg 
gagtgggaca 
ccctattgtc 
tacaatttat 
gaatctaatg 
ttttgttttg 
ctcactgtaa 
ctgggattcc 
tttcgccacg 
gcctcccaaa 
tgagctaagg 
ccctcagtgc 
cctgtaaccc 
agacctgcct 
cgtggtgtgt 
ccgggaggca 
gggcgagact 
cgctctgtct 
actgatgacc 
gcatctgacc 
cctccaacct 
gagtcctcca 
tctacagcca 
tctgttcagc 
agtcacattg 

a 999 ca 99 tc 
tctcccaccc 
agataggccg 
gcagatcacc 
ctactaaaaa 
gccgacacag 
ccattgcact 
cctagaatct 
agctcacctg 
ccacaggctg 
cctatccctc 
aggcctcccc 
ctcttccctt 
gtgaagtcct 
caaggctcac 
tttcctgcct 
ttggtaccta 
ccagtacttt 
taaccaacac 
gcatggtggt 
gaacctggga 



agctactcgg 
agctgagatc 
aaaaaaaaaa 
acaaaaaata 
aaggctgagg 
atgacaagca 
cacacacaca 
tttttttttt 
ggcgccatct 
gcctcctgag 
tttagtagag 
atccacccgc 
ccagtggctt 
ggctgcagtg 
attctcctgc 
aaatttttgt 
tcctgacctc 
tccactgcgc 
ccaccctaat 
gtcatgttct 
caagagaggg 
ggtcttctaa 
cataatgttg 
agatgtcctc 
agagagtctc 
cctccgcctc 
aggcgtgcca 
ttggccaggt 
gtgctgggat 
tgactataca 
cccctttctt 
cagcactttg 
ggccaacatg 
gcctgtaatc 
gaagttgcag 
ccatctcaaa 
tgagcttcaa 
ctcctgcatc 
cgccggatcc 
gtctgggaca 
gcctcctccc 
gcatcgccta 
agcccctgat 
ggccccactg 
cgtccttcca 
atatccaatc 
ggcgcggtgg 
tgaggtcagg 
tacatagctg 
gagaactgat 
ccagactggg 
aatcactgct 
agccaacaca 
tctccccacc 
ctctgctcac 
atgtctcacc 
tctccccatt 
gccgcagggc 
tccctctctt 
gagcctggct 
tcatttatac 
gggaggctga 
actgaaaccc 
gcatgcctgt 
gggggaggtt 



aaggctcagg 
tcgccactgc 
aaaaaaaaga 
taaaaactag 
tgggaggatt 
ctccagcctg 
cacacacaac 
tttttagaca 
cggctcactg 
tagctgggac 
acggggtttc 
ctccgcctcc 
ttttgtgtgt 
caatggcacg 
ctcaacctcc 
attcttagta 
aggtgatcca 
cgagcccatg 
gatctcattt 
tagatactca 
attagccatt 
tgcttccctg 
cccatttacg 
attctccagt 
gctgtgtccc 
ctgtgtttaa 
ccatgcccgg 
ggatctcgaa 
tacaggcatg 
cctggctttg 
gctcaaaagt 
ggaggccgag 
gcgaaacccc 
ccggctactt 
tgagccgaga 
aaaaaaaaag 
cacagactcc 
cggttccaag 
ctcctgctcc 
tccttcagtc 
tcctccaccc 
cagtctcatc 
gtctccacat 
gacccccaaa 
gggactcaac 
actcagtaaa 
ctcacgcctg 
agttcgagac 
gccgtggtgg 
tgaaccgagg 
caacaagagt 
ttcccactca 
cagtcacccc 
agcagccacc 
aaccctccat 
aggtctggca 
gctcactctg 
ctttgcacag 
ccttcaaacc 
aagtggtagc 
atgtccttcc 
gggtggcaga 
tgcctctaca 
aatcccagct 
tcagtgagct 



caggagaaca 
actccagcct 
ctgtattcta 
ctgggtgtgg 
gcttgagccc 
agtggtagag 
aacaactcac 
gagacggagt 
caagctccgc 
tacaggtgcc 
accgtgttag 
caaagtgccg 
gtgtattttt 
atctctgctc 
agagtagctg 
gagacagggt 
cccgccttgg 
ttcccttttt 
taacttcatt 
ggggttagaa 
gtttgatgaa 
ttaactaagc 
tgtctgtttc 
tccactttct 
ccaggctgga 
tcaattctgg 
ctaatttttg 
ttcatgacct 
agccactgca 
gctaggacgg 
gtgttgattg 
gtgggcggat 
atctctataa 
aggaggctga 
tcgcgccatt 
ggtcctgatt 
cgcatccacc 
gtcagtctct 
ggggagctct 
ttcccttctc 
acacccctcc 
tccagcctga 
ggggggctca 
ccattcctcc 
cagaacctgg 
tttgattaac 
taatcccagc 
cagcctgacc 
catgtgcctg 
aggcagaggt 
gaaactcctt 
gtgcctgttc 
tacctggacc 
agagggtgct 
ggctcccacc 
tgacctgccc 
ctcctcctca 
gctgtgccct 
ttggttccaa 
cagtcctacc 
agggcggcgc 
tagcttgagg 
aaaaaaaaaa 
acttgggagg 
gagatcatgc 



gcttgaatgc 
gggcaacaag 
gcaagggcaa 
ttgtgcgcac 
aggaggtcaa 
tgagaccttg 
tatgataatt 
ctcgctctgt 
ctcccaggtt 
caccaccaca 
ccaggatggt 
ggattactag 
ttttagatgg 
actacaacct 
ggattacagg 
ttcaccacgt 
cctcctaaag 
ataaggacac 
gcctttgtga 
ttctgactta 
ttgcaactaa 
tgccacgaaa 
tgcttagagc 
cttctccaat 
gtgcaatggg 
tgcctcagct 
tatttttagt 
caggtgatcc 
cccagcctcc 
tcccggttta 
accaggcgca 
cacctgaggt 
aaatataaaa 
ggctggagaa 
gcactccagc 
ttgactataa 
actccccaga 
ccgtcccagt 
gtcctcagac 
tccattgctg 
ccagcgggct 
gtctcccttg 
tggggtctca 
catgtccacc 
gagtcaccct 
actgctttca 
actgtgggag 
tacatggaga 
taatcccagc 
tgcggtgagc 
ctcaaaaaaa 
cctggtccag 
ccagttcctg 
tttgagcacc 
tctctcaggg 
catcccctcc 
ctgttcctcc 
ctggtggacc 
ggttacctcc 
tggccttgga 
agtggctcac 
cctggagttc 
aaaatacaaa 
ctgaggcagg 
cactgcactc 
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34261 cggcctgggt gacagagcaa gactctctct 
34321 atggcttttt agtctctgaa ataatcacat 
34381 tttccctagc caggctatga gcttcactag 
34441 tttgtttcct attgtgtcac taagtctcag 
34501 acagccggcc aaaggagaga aaaggcctgg 
34561 tggacttcct ggtggagggg gcgaacctgg 
34621 tcaaggcctg agaactcatt aatctgccaa 
34681 actcctttaa aactttttct tggggccggg 
34741 tttgggaagc caaggtgggc ggatcacttg 
34801 cgtggtaaaa ccccctcctc taccaaaaat 
34861 ccggtaatcc cagctacttg ggaagctgag 
34921 aggttgcagt gagccgagat cgcgccattg 
34981 tgcctcaaaa taaaataaat cagccgggcg 
35041 tgggtggccg aggcaggcgg atcacgaggt 
35101 gtgaaacccc gtctctacta aaaatacaaa 
35161 agtcccagct actcgggagg ctgaggcagg 
35221 gcagtgagcc gagatcccgc cactgcactc 
35281 caaaaaataa aaataaataa aaataaaata 
35341 cagggcagcc aacatgctgt gcgactcctg 
35401 tgcctgaagt caggtagatg tttcagaggt 
35461 ggaacaatag ttccctcttt ccactaggtg 
35521 atctctccac ccctaccccc gtaaccaccc 
35581 ccccagacct cagcatctca aattcagaca 
35641 tgcagacaaa ttcctgtccc caggcaggcc 
35701 tacctggtgt ccgatcacac caggaaactt 
35761 aataaaagaa ggaaggtacc tagggcctgg 
35821 ctttgggagg ctgaggcggg tggatcgctt 
35881 acatggcgaa accccgtatc tattaaatta 
35941 tgtaatccca gctacttggg aggctgaggc 
36001 gttacagtga gccgagatcg tgccactgca 
36061 atctcaaaaa agaaggaaag tacataggga 
36121 acaaatgttt gtgttcaaga ataactttgc 
36181 gttctaagaa aatgtcactt tttgcctagg 
3 6241 tttgggaggc tgagatggga ggatcacttg 
36301 catagtgaga cccccgtctt agcaaaaaca 
36361 aaccttagct gggcatggtg gtgagtgtct 
36421 ggaggattga ttgagcctgg aagtttgagg 
36481 tcccagcctg ggcaacagag ttagatccca 
36541 aagagagaga aaggaaaaga aagagagaga 
3 6601 gaaagagaga aagagaaaga aagagagaga 
3 6661 gagagaaagg gaaagaaaga gagaaaggga 
3 6721 gaaagagaaa gaaagaaagg aagaaagaaa 
36781 aaaagaaaag aaaagaatgg ttacacttta 
36841 atgcaggtgc tatccagaat catcattgcc 
36901 ggaggttaat ttaacctgct cagggagcga 
36961 cccagatcat gagtagcagt attgggattc 
3 7021 ggtgcatgat gagactgcat tcaacacaga 
37081 ataaaataag atataataaa agaccattga 
37141 gaccttaaaa gggtcatggg gccaggcaca 
3 7201 ggaggctgag gagggaagat cgcttgaggc 
37261 gtaagaccct gtcactacca aaaatacaaa 
37321 agttccagtt actcaggagg ctgaggtgga 
37381 gcagtgagct atgattgcac cactactgca 
3 7441 tctcaaaaaa ataaagtggg gggctgggtg 
37501 agcactttgg gaggctgagg caggcagatc 
37561 gtcaacatgg tgaaacccca tatctactaa 
37621 cacgcctgta gtcccagcta ctcaggaggc 
37681 gtggaggttg cagtgagcca agatcacacc 
37741 accctgtctc aaaaaaaaaa aaaaaaagga 
3 7801 agaatgaaag ggaggagaga gggagtgaga 
37861 accatctcac tcacttctcg ccctccctgg 
37921 gaatgtttgc ctttgaaaaa aaaatacatt 
37981 cgcctgtaat cccagcactt tggaaggcca 
38041 caagactagc ctgaccaaca tggagaaatc 
3 8101 ggcctggtga cacatgcatg taatccccgc 



caaaaaaata aaaataaaga tgtcctccca 
ttgtagatct gtttgctaat tttgcctcca 
cagtattttt tgttatttat tttagtccat 
taaacatttg ttgaaattat gaacaaatgc 
ggtttggaga tggtagtgaa gtaatacagg 
gagaacatgt tacctccccc agaagcccca 
aacccaacca accaaacaaa caaaccaaac 
cgcggtggct catgcctgta atcccagcac 
aggtgaggaa tttgaaaccc acctggccaa 
acgccaatta gtcagtcgtg gtggcgcgcg 
gcaggagaat cgcttgaacc agggaggcgg 
cacgccagcc tgggccacag cgtgagactc 
cggtggctca ggcctgtaat cccagcactt 
caggagatcg agactatcct gactaacacg 
aaattagccg gctgtggtgg ccgcgcctgt 
agaatggcgc gaacccagga ggcagagctt 
cagcctgggc gacagagcga gactccgtct 
aaatggtttc ttgggtcctt gaagctctct 
gcaagttaca ccattcagtg cctatttgcc 
ggctacttca cagaggcggc ttgtttaaaa 
tcagcagaag cacagctggc ctcactcggc 
ccgtcccatc ctctccatct ccactccggg 
cttccctccc tcagtagaca cccttgtatt 
ttcgcagcag gcatggttgg tggcctgtcc 
cagcaagggc tgcagagaag aggaaagagc 
gtgcggtggc tcatgcctgt aatcctagca 
gaagtcagga gttcaagacc agcctggcta 
caaaatcagc tgggtgtgat tgttcacgcc 
aggagaatca cttgaacctg ggaggccgag 
ctccagcctg ggcgacgaga gcgagactcc 
ttcaatgttt ccagccagga aacatttcat 
atggaatagc ggaaatctgt attgaaaatt 
tacagtggct tacacctgta ttctcagtac 
agcccaggag ttcaagacca gtctggataa 
aaacaaaaca aaacaagaca aaacaaaaaa 
atagtcccca ctacacagga ggctgaggtg 
ctgaaaatga gctataattg aatcactgca 
cagaaggaaa gaaagagaga gggagagaga 
gaaagagaaa gaaagaaaga gagagaaagg 
aagggaaaga aagagaaaag gaaagaaaga 
aagagaaaga aagagaaagg gagagagaga 
agaaagaaag aaagagagag agaaagaaag 
aactcattta gttcccccaa caaccccatt 
cttttaatgg gtgagaagac agagggacag 
cagagaggtt aagtaactca accaaggtca 
aaagccaggt ggtcaggctc caaagtccat 
tgaatttcaa ggtaatcaaa gtaattaaaa 
attgaaccag ccagtagaag aaccagcctg 
gtggctcaca cgtgtaatcc tagtactttg 
caggagttta agaccagcct gggcaacagg 
aattagcccg tcatcgtggc atgtacctgt 
aggaccgctt aagtccagga ggctgaggct 
ctccagcctg ggtggcagag tgagaccctg 
ccggtcatgg tggctcacac ctgtaatccc 
acctaaggcc aggagttcaa gaccagcctg 
aaatacaaaa attagctgga cgtggtagca 
tgaggtagga gaatagcttg aacctgggag 
actgcactcc agcctgggtg acagagcgaa 
acaaagagag aaagaaacag agagagaaag 
gaaatagaga gaaagacagc gattccagaa 
cctcttcaac agtagtattt caactgagtg 
taaattaaat gagctgggca aggtggctca 
tggcgggtgg atcacccgag gttgagagtt 
ccatctctac taaaaataca aaattagcca 
tgctccggag gctgaggcag gagaatcgct 
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38161 
38221 
38281 
38341 
38401 
38461 
38521 
38581 
38641 
38701 
38761 
38821 
38881 
38941 
39001 
39061 
39121 
39181 
39241 
39301 
39361 
39421 
39481 
39541 
39601 
39661 
39721 
39781 
39841 
39901 
39961 
40021 
40081 
40141 
40201 
40261 
40321 
40381 
40441 
40501 
40561 
40621 
40681 
40741 
40801 
40861 
40921 
40981 
41041 
41101 
41161 
41221 
41281 
41341 
41401 
41461 
41521 
41581 
41641 
41701 
41761 
41821 
41881 
41941 
42001 



tgaacccggg 
cgacaagagt 
catcatatct 
cggccaggga 
attgatttat 
actgccattt 
cagcagataa 
gtggctcacg 
ggagatcgag 
aatttagcca 
gagaatggtg 
cccgcccggg 
cteggcaacc 
tttttctttt 
tgtgatcgtg 
ctcctgagta 
tcatataggg 
cacattatca 
acacttggcc 
ccagggatgc 
caggcctaaa 
ccagcggccc 
cttgcaggct 
aactcctttc 
aggccaaggc 
tgccactgta 
aatataaacc 
gccgaggtgg 
aaccctgtct 
ccagctactt 
tgagccgaga 
aaaaaaaaaa 
tacatatata 
tatatataca 
tatatacaca 
ggaggccaag 
gagaccaatc 
ttgggaggct 
atagcaaggc 
ctgtggtcct 
ggctgcagtg 
tccctaaaaa 
gggaggggat 
tagtctgatt 
aatgctatgc 
ctttccttcc 
gtggcagggg 
ctgtctcctg 
tcggcattgt 
gcctcttgac 
accaccccct 
aggccaatta 
ggagggggac 
agatctgtgt 
tggggttcta 
gggttgccct 
cagcaagcac 
atcagctgtt 
agggaaggcc 
gagtctccaa 
cccgtcttcc 
ttgttctttc 
ggtcttggct 
ccgagtagct 
taaagacggg 



aggcagaggt 
gaaactctgt 
acaataatcc 
gatttgaagt 
gaaacgatgc 

gggggtgttt 

catttctcaa 
cctgtaatcc 
accatcctgg 
ggcgtggtgg 
tgaacccggg 
caacagagtg 
accctatgag 
tctttttata 
gctcacagta 
gctgggagca 
gcagggtcaa 
cttaatatca 
atgtctgggg 
tgctcagcat 
tgtccacact 
ctagccccta 
gcacccctgt 
tggtacccag 
aggaggatcc 
ctccaccctg 
actaaggcca 
gtggatcgct 
ctactaaaaa 
gcgaggctga 
ttgctccatt 
aaaaaaaata 
tatacatata 
catatatata 
cacaccatcg 
gcaggaggat 
tctacaaaaa 
gaggcgggag 
ccggtgctct 
agccacttgg 
agctttgatc 
aaaaaaaaag 
agccaaggaa 
tgcagatgcc 
ccatttccta 
ttcccctagc 
tgggggtggg 
ggctgaatta 
ctgtggaagc 
aatagagccc 
ccccaccacc 
aagatagcag 
cacatgaacc 
ggagagacag 
ttcttcctcc 
ggaagagcaa 
tcctcctacc 
ctgtccctct 
agccacacct 
tccccaggca 
aaggaactcc 
ttttttgaga 
cactgtgacc 
gggattacag 
gtttcaccgt 



tgcggtgagc 
ctcagaaaaa 
catttattct 
acccgggaag 
ctgttgtctg 
aaatctatca 
agccccccaa 
cagcactttg 
ctaacacagc 
tgggcacctg 
aggtggagct 
agactccatc 
gtgtgattaa 
cacagggtct 
gcctggaact 
gagacacatg 
aacacaaacc 
gtgagtttca 
acatttgtgg 
cctgcactgt 
gccaaggggg 
tgacccacca 
ggttggtttc 
tctggaacag 
tttgagccca 
ggcaacagag 
ggtgtggtgg 
tgaggtcagg 
tacaaaattt 
gacaggagaa 
gcaatccagc 
tatatatata 
tatacacata 
tacacacata 
gctaggcatg 
gtctagagcc 
attcactggc 
gatggcttga 
acaaataata 
gaggctgagg 
gcaccactgc 
aaaataaaaa 
ggggtgaggc 
accatggtgc 
gaaggcaaaa 
tggggggaag 
agagatagct 
gacgaaatta 
aatccaacgg 
ccgaattagc 
ctaaagagct 
ggggcccagt 
agggtaggga 
gctgtggggg 
tcacactacc 
gaggagcccc 
tctcccgtgg 
gttagccact 
cttggaagcc 
ccctcccttc 
ccctcctctg 
tggagtccca 
tccacctcct 
gcgcccgcca 
gttagccagg 



cgagattgca 
aaaaaaaaaa 
caatgccaca 
ccctcattgt 
cagcccctgc 
tacatggtac 
gcactaaaga 
ggaggctgag 
gaaaccccga 
tagtcccagc 
tgcagtgagc 
tcaaaaaaaa 
tattattgtt 
tgctctgtcg 
cctgggctca 
ccccaatcac 
tgtttctcta 
cctgggggtg 
tgggtgcccc 
ccagggcagc 
agagagcctg 
tgggtggtga 
ccttagctct 
accagcctcg 
agaggttgtg 
caagactctg 
ctcacgcctg 
agtttgagac 
agccaggcgt 
tggcttgaac 
ctgggcaaca 
tatatatata 
tacatatata 
catatataca 
gtggcttaca 
caggagttaa 
atagtggcgt 
gcccaggagt 
aaaaaatgag 
caggacgatc 
actccagcct 
aaaaaagaga 
cagaggtgtc 
agctgggcat 
ctgatactct 
ggagggctcc 
gattaggggc 
cagccgctgg 
cggaggggag 
caggcaggga 
gtcagagtct 
gggctgggac 
ggtgccagcg 
catcgtggac 
ctttgccccc 
ccaggagaag 
cccttggctg 
gctcacgggg 
ctccaggatt 
cccatctcct 
tgagccccac 
ctctgtctcc 
gggttcaagc 
gcacgcctgg 
atggtctcga 



gcattgcact 
ttaaatattt 
gtggcaattc 
actacatctt 
taacacggtc 
tataataact 
atttaatctg 
gcgggtggat 
ctctactaaa 
tactcgggag 
cgagatggtg 
aaagaaaaaa 
tgtttgtttg 
cccagaatgg 
agtgatcttc 
tgaaatttgc 
tgagggctgt 
attctgtccc 
tggcatggag 
ccccacccca 
gcctggccct 
ggcttccctg 
ccccacattc 
ttccgccgtc 
gctgcagtga 
tctctaaaat 
taatcccagc 
cagcctggcc 
ggtgtcacac 
ctgggaagca 
aagcaagact 
tatatataca 
tacatatata 
cacacatata 
cttatagctc 
gatcagcctg 
tcgcttgcgg 
atgagaccag 
acaggcatgg 
acttgatccc 
gggaacagag 
gagacagaga 
tccagttaaa 
gcaatcccct 
gagggcagag 
ccagaggaga 
ccgtttatta 
cccttcagga 
tggagagggg 
ggcggggaag 
caatgaattc 
aggaggtggg 
aggggtgccc 
cccccaaata 
catgcctgat 
aagagacagt 
gtgttccttg 
ccacttccag 
gcctaaggcc 
ctctaatcta 
ctctagacct 
aggctggtgt 
gattctcctg 
ctaatttttt 
tctcccgacc 



ccagcctggg 
attccctcag 
ttcgatggat 
tgtaattttc 
ctctaagatt 
acaaccttaa 
gccgggcgcg 
catgaggtca 
catacaaaaa 
gctgaggcag 
ccactgcact 
gaatttaatc 
ggtttttttt 
agtgcagtgg 
atgcttcaat 
cccaaatcac 
gtcctgtgtc 
cccacagggg 
tgtgtggagt 
caggatggcc 
cagctcccct 
tgttgctggc 
ctataggtgg 
cccctttggg 
gctgtgtttg 
aagttttaaa 
actttgggag 
aacacggtga 
gcctgtagtc 
gaggttgcag 
ccatctcaaa 
cacacacata 
cacatataca 
tatatatata 
cagcactttg 
gcatcacagt 
tcccagctac 
cctgggcaac 
tggcacacac 
aggaggttga 
caagaccctg 
gagaatgaca 
acaggggcag 
ggcagggttc 
ctgttctatt 
ggagagctgg 
gctgtaattg 
tgtcgagctc 
gatggggggt 
ctgcggcctg 
agctccacga 
agaagagggg 
aggtccacag 
ttgaaggggg 
tagaaagatg 
gggacccacc 
gtcaacaagc 
tagcatcctg 
tcaccacaga 
acccccgctc 
cctccctttc 
gcagtggtgt 
cctcagcctc 
ctatttttag 
tcacgatctg 
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42061 cccgctgcag cctcctaaag tgctgggatt acaggtgtga gccactgcgc ccggccagtc 
42121 tctactaaaa gtttaaaaat tatctgggca tgctgggcac ggtggctcat gcatgtaatc 
42181 ccagcacttt gggaggccga ggcaggcgga tcacttgagg tcaggagttc gagaccaagc 
42241 tagccatcat ggtgaaaccc catttctact acaaatacaa aaattagccg ggcgtggtgg 
42301 catgcacctg caatcccagc tactcgggag gctgaggcac gaaaatcgct tgaaactggg 
42361 agggggaggt tgcagtgagc cgatattgtg ccactgcact ccagcctggg cgacagagtg 
42421 agacttcctc acaaacaaac aaacaaacaa ataaaacctc tggaccccaa agcttggtgg 
42481 agcttcctga ttggtgaaca tattgatgtt cttccaggag aggagacaca ctctaatgcc 
42541 tcaagaagag gacatggggc cgggcacggt ggctcacacc tataatccca gcacactggg 
42601 aggctgaggt gggaggatca cttgagctca ggtgttcgag accagcctgg ccaacatggt 
42661 gaaaccccat ctctactaaa aatacaaaaa ttagctgggt gtggtggcgg gcaactgtag 
42721 tccaagctct ggcggctgag gcaggagaat cacttgaacc tgtgaggtgg aacgctgtga 
42781 gtcaaaatca caccactgca ctccagcctg ggcaacagag agagactcca cctcaaaaaa 
42841 aaaaaaaaaa gacatggaag ctcttttggg gaccctccca gactttgtcc tatgtgtctc 
42901 tttgtttggc tgtttctgac ttgttttgtt actttttaaa tgttttttta gagacatgat 
42 961 ctcacttcgt tgcccaggct ggagtgaagt ggtgagatca taactcactg tagtcttgac 
43021 ctcctggcct caagagatcc tcctgcctca cactcctgag gagctgggac tacaggtgca 
43081 tgctatcatc gctggctaat tttttttttt aattttttgc agagatgggg tctcactatg 
43141 ttgcccaggg tggtcttgaa ctcctgagct caaggtatct tcactcctca gcctcccaaa 
432 01 gcgctaggat tgcaggcgtg agccactgtg actggcctct gacttgtggg gttttttgct 
43261 tatttgtttt ttgtttttga gacggagtct cactctgtca cccaggctag agtgcagtgg 
43321 cgcgatctcg gctcactgca acctccgcct cccaggttca agcgattctc ctgcctcagc 
43381 ctcctgagta gctgggacta caggcgccca ccactatgct tggctaattt tttgtatttt 
43441 tagtagagac gggatttcac catgttagcc aggatggtct cgatctcctg acctagtgat 
43501 c 
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